SEQUENCE LISTING 
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<130> 13587.338 
<160> 463 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 5054 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> 391 

Q <223> single nucleotide polymorphism (SNP) 

3 <220> 

£~ <221> allele 

E! <222> 691 

j*j <223> single nucleotide polymorphism (SNP) 

M» <220> 

■ <221> allele 

p <222> 709 

y <223> single nucleotide polymorphism (SNP) 

S <220> 
% <221> allele 
. <222> 887 

*™ <223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 894 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 987 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 1112 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 1505 



<223> insertion of additional c residue 



<220> 

<221> allele 

<222> 1606 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 

<222> 2405 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 

<222> 2606 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 

<222> 3313 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 

<222> 3555 

%W <223> insertion of additional t residue 

Hi <220> 

|g <221> allele 

|I <222> 3625 

<223> single nucleotide polymorphism (SNP) 

fi <220> 

<221> allele 

<222> 3629 

.IP <223> single nucleotide polymorphism (SNP) 

ffj <220> 

<221> allele 

<222> 3882 

<223> insertion of additional t residue 
<220> 

<221> allele 

<222> 3988 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 

<222> 4452 

<223> single nucleotide polymorphism (SNP) 
<220> 

<2 21> repeat_region 

<222> 598. .878 

<22 3> repeat element 



2 



<220> 

<221> repeat_region 

<222> 938. .957 

<223> Short repeat element 

<220> 

<221> repeat_region 

<222> 1002 . . 1329 

<223> ALU repeat element 

<220> 

<221> repeat_jregion 

<222> 2288. .2587 

<223> ALU repeat element 

<220> 

<221> misc_feature 
<222> 5054 

<223> putative transcription start site 



<400> 1 





gtacacctag 


aagtggaatt 


gctgggtcat 


atcataactc 


tctgtttaac 


tttccaagga 


60 




actcatcctc 


ggaatatttg 


gaaccagtga 


tgaactgaat 


caaactaaag 


ctgagacaaa 


120 


ff:l 

'i "a? 


gtccagacca 


aggtcaacca 


tagggcagat 


gattcatgca 


gcgaccacac 


cagtggcctc 


180 


Li. 


acaggagcag 


gggcacaccc 


tttgctgcag 


cagtccccaa 


catttttgac 


accaggaact 


240 




ggtttcatgg 


aagacaattt 


ttccatggat 


ggtggtgggt 


gggggggtgg 


ttttgggatg 


300 




aaatgggtcc 


acctcagatc 


atcaggcatt 


agagtctcat 


aagaagcacg 


caacctagat 


360 




cccttgcatg 


ttctgttgac 


aatagggttc 


acgctcctat 


gaaaatctaa 


tgcagctgct 


420 


0 

m 


gatctgacaa 


gaggcggagc 


ttaggccata 


atgctcaccc 


acccgttgct 


cacctcctgc 


480 




tgttcggtct 


agttcctgag 


aggccacagg 


ccagtactgg 


ttcaccaccc 


ggggtttggg 


540 




gacccctgct 


ttattggaca 


taattattag 


gtcgtgttct 


ttttggtggt 


gtttgtacag 


600 




ctctattgag 


gtataatcca 


catgccataa 


aattcacccc 


atttgtaaat 


gtatgattca 


660 




tggctttcaa 


ttacacttaa 


aaagttgtaa 


aaccatcatt 


acaattcaaa 


tttagtatat 


720 




ttccatcatc 


ccccaaaaat 


cccctcgagt 


tcctttgcag 


ttcaaagcca 


cccccaattt 


780 




caggcaacta 


ctggtctgat 


ttctgtcttt 


ttctactttc 


cttttctgga 


catttaatgt 


840 




atatggagtc 


atagcatatg 


tagtctttgg 


catctggggt 


agcaagtacg 


aatattagtc 


900 




taccacctca 


gatgcacata 


aaaatattac 


atatcttttc 


ttttcttttc 


cttccttcct 


960 




tccttccctc 


cttcctttct 


ctctctactt 


ccttccttcc 


ctccttctta 


cctttcttcc 


102' 




ttctctctct 


ctctctcttt 


ctttttggac 


agagtctcac 


tccatggccc 


aggctggagt 


108 



3 



y3 

03 



ill 

•is? S 



gcagtggcac 


catcttggct 


cagcgcaacc 


tttgactccc 


aggctcaagc 


aattctcctg 


1140 


cctcagcctc 


tcaagtagct 


gagattacag 


gcacgcacca 


ctactgcctg 


gctaattttt 


1200 


atatttttag 


tagagatagg 


gtttcaccat 


gttagccagg 


ctggtcttga 


actcctgacc 


1260 


tcaaacgatc 


ctcccaaagt 


gctgggatta 


caggcgtgag 


ccaccgccct 


gggcctcttt 


1320 


actttcttta 


aacccagttc 


tgcaggggtg 


tacggaaacc 


tattttcggg 


caccactggg 


1380 


gtctggagag 


gggaggtctc 


cttccctacg 


gccatgcaaa 


actccaggag 


ggcttttggt 


1440 


acccattgaa 


gtaagggcca 


tttatttttc 


agcccagcaa 


cattgccact 


gataccctca 


1500 


ttatcaaatg 


gttcttctag 


ggaacagtct 


ctgctgtttc 


caatgacaag 


cctgggcagc 


1560 


agaatctgcg 


ggaggttccc 


aaagtccagt 


aggtgcatcc 


caagagcttg 


ctgtctgtct 


1620 


gggtgctgca 


gggactgagg 


cttgagtcct 


tgatgctcat 


aagaccacca 


tcccactcct 


1680 


cctcccaatc 


tgggggcggg 


ggagtcactc 


ctccctccaa 


ctgttgtgaa 


agcctccacc 


1740 


ccacccagct 


ctggctcttc 


ctccaggaca 


tctggggtag 


atcatggatg 


tattgagatc 


1800 


aggctttctc 


aaaagacaag 


aagaaaggct 


gtacttctaa 


gagctgttgc 


caggagtcca 


1860 


gccaacgctc 


ctgaaggtag 


gaagcccaaa 


gggactcgtt 


gctaactcca 


aacagaggag 


1920 


attggggtgg 


aaagggaaca 


caaggaacat 


caaacccaga 


ttaggatctc 


actaaaaacc 


1980 


ttcccacact 


gctctacatt 


tacccaccac 


aaaaccacat 


caacaaatca 


gctaagagca 


2040 


tgctattatt 


tcagtttttt 


cgctgcattt 


agattccatc 


tacccatgga 


agtgtgcagg 


2100 


aagatggagt 


caccaaacgg 


gatgatccag 


gctaagaaac 


agaaccggct 


ctaacacaag 


2160 


caacagcaac 


aaacaccatg 


agccaggcgt 


tcttctaggt 


gttgaagacg 


tatttcctct 


2220 


ttaatcttct 


cagcatcctt 


aggtgagggc 


tgtgggtcca 


gaggccttat 


ctaaaatttt 


2280 


tgggtggctg 


ggcaccgtgg 


ctcacacatg 


taatcccagc 


actttggaag 


gccgaggcag 


2340 


gtggatcacc 


cgaggtcagg 


agttcaatac 


caggctggtc 


aacatggcga 


aacctcatca 


2400 


atacgaaaaa 


tgcaaaaatt 


agcttggtgt 


ggtggcacac 


gcctgtaatc 


ccagccactt 


2460 


qqqaaQctcra 


QQcacrQacraa 


tcactcaaac 








252 0 


ttatgccact 


gcactccagc 


ctgggcaaca 


gagtgagact 


ccacctcaaa 


aaataaaata 


2580 


aaacctttgg 


ggcaagctct 


gctttagagt 


ccagaattct 


ggggattttc 


aaaaggctat 


2640 


tcaataaatg 


ggatttatat 


cacataacac 


cctgacactg 


tctgacgcag 


ttctcctatc 


2700 


aactattcga 


ttttccttca 


caaaacaaat 


ttaaaaatca 


catcaaggga 


tctaaataaa 


2760 
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gactgtaaat 


agctttccat 


cagttgggtc 


tggtcagaaa 


agaggtttgg 


tccttagaac 


2820 




tttctggatt 


tgggagtgta 


ctatactccc 


cattttacag 


ataaagggaa 


tgaggaaggg 


2880 




taagatgaag 


taacttggtc 


aaggtcctac 


agctaagaag 


tggttgtcgg 


gggagtgtgt 


2940 




gtgcatgtgt 


gtgtgcagtg 


cttcagggca 


ccccccaccc 


cgaccccacc 


actgagagca 


3000 




aggaatcagg 


agaaaacaac 


tttgactgct 


ttctgtacca 


gaaactcacc 


tcgagcctcc 


3060 




cacaccaaag 


ccatgggcag 


cttgtgggtg 


accttcttct 


cttggctctg 


agtttcactg 


3120 




atgctcattt 


taattcactt 


tcatagtgtt 


gttttgttct 


cgtttttgtt 


tttgcttgag 


3180 




acaaagtctc 


cctctcaccc 


aagctggagt 


gcagtgctgc 


aatcacagct 


cattgcagcc 


3240 




tctccctcct 


gggctcaagc 


gatcctcctg 


ccttgacctc 


ccaaagtgct 


gggattacag 


3300 




gtgtgagcca 


ccgtgcccca 


cctatagggt 


tttaaacagt 


aaaaggagcc 


tagtgaagta 


3360 




cgacttaccg 


caggcacccc 


ttacaggccc 


cggggggacc 


cttttctgcc 


gatcccaggg 


3420 




tacagctgtg 


acaccgtctt 


ttctgcctgg 


attatcccag 


tagataaaca 


aaaattagag 


34 80 




atcgtcattc 


catttctctc 


tgtatatatt 


tttccaagcc 


cttttcatga 


atgatcagtt 


3540 


r- 


atttcctgca 


ctgatttttt 


tttttttttt 


ttttttttga 


gacggagtct 


cactctgtca 


3600 


s 'mi- 
ii r. 


cccaggctgg 


agtgcagtgg 


catgatctcg 


gctcgctgca 


agctctgcct 


cccgggttca 


3660 




agcgattctt 


ctgccttagc 


ctcccgagta 


gctgggacta 


caggagagta 


ccatcatgcc 


3720 


w 


cggctaattt 


ttgtattttt 


agtagagaca 


ggctttcacc 


atattggcca 


ggctggtctc 


3780 


f=f~i 


gaactccgga 


ccttgcgatc 


tgcctgcctt 


ggcctcccaa 


agtgctggga 


ttacaggcgt 


3840 


'-. 1J 


gagccaccgc 


gcctggccct 


cctgcactga 


tataaaaaga 


atttttttaa 


attctctatt 


3900 




tctccccact 


cccaccccca 


ggctcactcc 


ttataaagca 


gcctctagcc 


tcatctgccc 


3960 




ctcctacacc 


acaccaactc 


gagggcccgg 


aattgggtct 


ggggcagtcg 


ctgacttgct 


4020 




tgcttctctg 


ccctgctctt 


ggggttagcc 


tcaggggcag 


ggttgagagt 


caggcttggc 


4080 




caggcagcag 


gaggtccaga 


cagcgaagca 


gaatccttcg 


gagataccag 


gagagggcgc 


4140 




atc-tgccttt 


ttcctgtttc 


agattaggtt 


ttgttgttgt 


tgttttgttt 


tttttctctc 


4200 




cctctctccc 


tccctccctc 


tctccctccc 


tctctccctc 


tctccgtccc 


tccctctctc 


4260 




tctctctccc 


cctccctcct 


tccctccctc 


ccatccctgc 


agcgctaccc 


gggtactctg 


4320 




gatgcacata 


gggcggctct 


cgctcctacc 


ttgtcatcct 


gctgtctaat 


ccgggggcag 


4380 




cttccctcct 


ccacaccagc 


agaggctatt 


cttcagcaac 


aagaatagcc 


gagcctattc 


4440 




gtccgcaaca 


agagcccaag 


aagcatcctg 


caggctttct 


gctttttgag 


tgtattttaa 


4500 



5 



agcaaaaacg agtggaaagc tatgtatgct 
ttcaaaaaac acagatggag gcctccctcc 
ggcggcagcg accccctgcg gctccagcct 
aagacgaact ccgcacactg catttgatta 
gacgccttag agcagtccct gttcacccgg 
gggtgggtag ctgggggcgg acgcaggaaa 
tatggaatgg gcagggtggg ggggatgggc 



cagttaacta tgtctagatg ttaacctttt 4560 
gaggatgcct ggcattctcc tctttctgtg 462 0 
ccactacggg atctgcggga agacacgggg 4680 
atgatttatt ttgattaacg ccgtcacagt 4740 
gtcccagcct cgaccccgca cggacagcga 4800 
gaggaggggc ggggccttgg tcgggtgggg 4 860 
gggg ta tggg atgggcgggg cccgggaaat 492 0 



tccccggcgc gggcagggag cggctggctg tcagctgagc cgcgctgggc ggggtcgcca 4 980 
ggccgcgcat cagccctagg caccccagtc ccggctgccc cctccgccac cgccgccgcc 5040 
cgccggcagg ttcc 5054 



<210> 2 
U <211> 46951 
tfj <212> DNA 
JM* <213> Homo sapiens 

'QO <220> 

<221> allele 

<222> 391 

^ <223> single nucleotide polymorphism (SNP) 

2 <220> 

y <221> allele 

Uj <222> 691 

13 <223> single nucleotide polymorphism (SNP) 

III 



<220> 

<221> allele 
<222> 709 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 887 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 894 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 987 

<223> single nucleotide polymorphism (SNP) 



6 



<220> 

<221> allele 
<222> 1112 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 1505 

<223> insertion of additional c residue 
<220> 

<22l> allele 
<222> 1606 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> allele 
<222> 2405 

<223> single nucleotide polymorphism (SNP) 





<220> 




<221> 




<222> 




<223> 








<220> 


Fli 


<221> 




<222> 




<223> 




<220> 




<221> 


w 


<222> 


— — 

si 


<223> 




<220> 




<221> 




<222> 




<223> 




<220> 




<221> 




<222> 




<223> 




<220> 




<221> 




<222> 




<223> 




<220> 




<221> 




<222> 




<223> 



t residue 



t residue 



<220> 
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<221> allele 
<222> 4452 

<223> single nucleotide polymorphism (SNP) 
<220> 

<221> repeat_region 
<222> 598. .878 
<223> repeat element 



<220> 

<221> repeat__region 

<222> 938. .957 

<223> Short repeat element 

<220> 

<221> repeat__region 

<222> 1002. .1329 

<223> ALU repeat element 

<220> 

<221> repeat__region 

<222> 2288. .2587 

<223> ALU repeat element 

<220> 

<221> misc__f eature 
<222> 5054 

<223> putative transcription start site 



<400> 2 



jeoj gtacacctag 


aagtggaatt 


gctgggtcat 


atcataactc 


tctgtttaac 


tttccaagga 


60 


2? actcatcctc 


ggaatatttg 


gaaccagtga 


tgaactgaat 


caaactaaag 


ctgagacaaa 


120 


Pj gtccagacca 


aggtcaacca 


tagggcagat 


gattcatgca 


gcgaccacac 


cagtggcctc 


180 


pj acaggagcag 


gggcacaccc 


tttgctgcag 


cagtccccaa 


catttttgac 


accaggaact 


240 


ggtttcatgg 


aagacaattt 


ttccatggat 


ggtggtgggt 


gggggggtgg 


ttttgggatg 


300 


aaatgggtcc 


acctcagatc 


atcaggcatt 


agagtctcat 


aagaagcacg 


caacctagat 


360 


cccttgcatg 


ttctgttgac 


aatagggttc 


acgctcctat 


gaaaatctaa 


tgcagctgct 


420 


gatctgacaa 


gaggcggagc 


ttaggccata 


atgctcaccc 


acccgttgct 


cacctcctgc 


480 


tgttcggtct 


agttcctgag 


aggccacagg 


ccagtactgg 


ttcaccaccc 


ggggtttggg 


540 


gacccctgct 


ttattggaca 


taattattag 


gtcgtgttct 


ttttggtggt 


gtttgtacag 


600 


ctctattgag 


gtataatcca 


catgccataa 


aattcacccc 


atttgtaaat 


gtatgattca 


660 


tggctttcaa 


ttacacttaa 


aaagttgtaa 


aaccatcatt 


acaattcaaa 


tttagtatat 


720 


ttccatcatc 


ccccaaaaat 


cccctcgagt 


tcctttgcag 


ttcaaagcca 


cccccaattt 


780 
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caggcaacta 


ctggtctgat 




atatggagtc 


atagcatatg 




taccacctca 


gatgcacata 




tccttccctc 


cttcctttct 




ttctctctct 


ctctctcttt 




gcagtggcac 


catcttggct 




cctcagcctc 


tcaagtagct 




atatttttag 


tagagatagg 




tcaaacgatc 


ctcccaaagt 




actttcttta 


aacccagttc 




gtctggagag 


gggaggtctc 




acccattgaa 


gtaagggcca 


y3 


ttatcaaatg 


gttcttctag 




agaatctgcg 


ggaggttccc 


By 


gggtgctgca 


gggactgagg 


.* 


cctcccaatc 


tgggggcggg 


5 


ccacccagct 


ctggctcttc 




aggctttctc 


aaaagacaag 


I 


gccaacgctc 


ctgaaggtag 




attggggtgg 


aaagggaaca 




ttcccacact 


gctctacatt 




tgctattatt 


tcagtttttt 




aagatggagt 


caccaaacgg 




caacagcaac 


aaacaccatg 




ttaatcttct 


cagcatcctt 




tgggtggctg 


ggcaccgtgg 




gtggatcacc 


cgaggtcagg 




atacgaaaaa 


tgcaaaaatt 




gggaggctga 


ggcaggagaa 



ttctgtcttt ttctactttc 
tagtctttgg catctggggt 
aaaatattac atatcttttc 
ctctctactt ccttccttcc 
ctttttggac agagtctcac 
cagcgcaacc tttgactccc 
gagattacag gcacgcacca 
gtttcaccat gttagccagg 
gctgggatta caggcgtgag 
tgcaggggtg tacggaaacc 
cttccctacg gccatgcaaa 
tttatttttc agcccagcaa 
ggaacagtct ctgctgtttc 
aaagtccagt aggtgcatcc 
cttgagtcct tgatgctcat 
ggagtcactc ctccctccaa 
ctccaggaca tctggggtag 
aagaaaggct gtacttctaa 
gaagcccaaa gggactcgtt 
caaggaacat caaacccaga 
tacccaccac aaaaccacat 
cgctgcattt agattccatc 
gatgatccag gctaagaaac 
agccaggcgt tcttctaggt 
aggtgagggc tgtgggtcca 
ctcacacatg taatcccagc 
agttcaatac caggctggtc 
agcttggtgt ggtggcacac 
tcactcaaac ccaggaggtg 



cttttctgga catttaatgt 840 

agcaagtacg aatattagtc 900 

ttttcttttc cttccttcct 960 

ctccttctta cctttcttcc 1020 

tccatggccc aggctggagt 1080 

aggctcaagc aattctcctg 1140 

ctactgcctg gctaattttt 1200 

ctggtcttga actcctgacc 1260 

ccaccgccct gggcctcttt 132 0 

tattttcggg caccactggg 1380 

actccaggag ggcttttggt 1440 

cattgccact gataccctca 1500 

caatgacaag cctgggcagc 1560 

caagagcttg ctgtctgtct 1620 

aagaccacca tcccactcct 1680 

ctgttgtgaa agcctccacc 1740 

atcatggatg tattgagatc 1800 

gagctgttgc caggagtcca 1860 

gctaactcca aacagaggag 1920 

ttaggatctc actaaaaacc 1980 

caacaaatca gctaagagca 2040 

tacccatgga agtgtgcagg 2100 

agaaccggct ctaacacaag 2160 

gttgaagacg tatttcctct 2220 

gaggccttat ctaaaatttt 2280 

actttggaag gccgaggcag 2340 

aacatggcga aacctcatca 2400 

gcctgtaatc ccagccactt 2460 

gagattgcag tgagctgaga 252 0 
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ttatgccact 


gcactccagc 


ctgggcaaca 


gagtgagact 


ccacctcaaa 


aaataaaata 


2580 




aaacctttgg 


ggcaagctct 


gctttagagt 


ccagaattct 


ggggattttc 


aaaaggctat 


2640 




tcaataaatg 


ggatttatat 


cacataacac 


cctgacactg 


tctgacgcag 


ttctcctatc 


2700 




aactattcga 


ttttccttca 


caaaacaaat 


ttaaaaatca 


catcaaggga 


tctaaataaa 


2760 




gactgtaaat 


agctttccat 


cagttgggtc 


tggtcagaaa 


agaggtttgg 


tccttagaac 


2820 




tttctggatt 


tgggagtgta 


ctatactccc 


cattttacag 


ataaagggaa 


tgaggaaggg 


2880 




taagatgaag 


taacttggtc 


aaggtcctac 


agctaagaag 


tggttgtcgg 


gggagtgtgt 


2940 




gtgcatgtgt 


gtgtgcagtg 


cttcagggca 


ccccccaccc 


cgaccccacc 


actgagagca 


3000 




aggaatcagg 


agaaaacaac 


tttgactgct 


ttctgtacca 


gaaactcacc 


tcgagcctcc 


3060 




cacaccaaag 


ccatgggcag 


cttgtgggtg 


accttcttct 


cttggctctg 


agtttcactg 


3120 


u 


atgctcattt 


taattcactt 


tcatagtgtt 


gttttgttct 


cgtttttgtt 


tttgcttgag 


3180 


0 


acaaagtctc 


cctctcaccc 


aagctggagt 


gcagtgctgc 


aatcacagct 


cattgcagcc 


3240 




tctccctcct 


gggctcaagc 


gatcctcctg 


ccttgacctc 


ccaaagtgct 


gggattacag 


3300 


ru 


gtgtgagcca 


ccgtgcccca 


cctatagggt 


tttaaacagt 


aaaaggagcc 


tagtgaagta 


3360 




cgacttaccg 


caggcacccc 


ttacaggccc 


cggggggacc 


cttttctgcc 


gatcccaggg 


3420 




tacagctgtg 


acaccgtctt 


ttctgcctgg 


attatcccag 


tagataaaca 


aaaattagag 


3480 




atcgtcattc 


catttctctc 


tgtatatatt 


tttccaagcc 


cttttcatga 


atgatcagtt 


3540 




atttcctgca 


ctgatttttt 


tttttttttt 


ttttttttga 


gacggagtct 


cactctgtca 


3600 


fU 


cccaggctgg 


agtgcagtgg 


catgatctcg 


gctcgctgca 


agctctgcct 


cccgggttca 


3660 




agcgattctt 


ctgccttagc 


ctcccgagta 


gctgggacta 


caggagagta 


ccatcatgcc 


3720 




cggctaattt 


ttgtattttt 


agtagagaca 


ggctttcacc 


atattggcca 


ggctggtctc 


3780 




gaactccgga 


ccttgcgatc 


tgcctgcctt 


ggcctcccaa 


agtgctggga 


ttacaggcgt 


3840 




gagccaccgc 


gcctggccct 


cctgcactga 


tataaaaaga 


atttttttaa 


attctctatt 


3900 




tctccccact 


cccaccccca 


ggctcactcc 


ttataaagca 


gcctctagcc 


tcatctgccc 


3960 




ctcctacacc 


acaccaactc 


gagggcccgg 


aattgggtct 


ggggcagtcg 


ctgacttgct 


4020 




tgcttctctg 


ccctgctctt 


ggggttagcc 


tcaggggcag 


ggttgagagt 


caggcttggc 


4080 




caggcagcag 


gaggtccaga 


cagcgaagca 


gaatccttcg 


gagataccag 


gagagggcgc 


4140 




atctgccttt 


ttcctgtttc 


agattaggtt 


ttgttgttgt 


tgttttgttt 


tttttctctc 


4200 



cctctctccc 


tccctccctc 


tctccctccc 


tctctccctc 


tctccgtccc 


tccctctctc 


4260 


tctctctccc 


cctccctcct 


tccctccctc 


ccatccctgc 


agcgctaccc 


gggtactctg 


4320 


gatgcacata 


gggcggctct 


cgctcctacc 


ttgtcatcct 


gctgtctaat 


ccgggggcag 


4380 


cttccctcct 


ccacaccagc 


agaggctatt 


cttcagcaac 


aagaatagcc 


gagcctattc 


4440 


gtccgcaaca 


agagcccaag 


aagcatcctg 


caggctttct 


gctttttgag 


tgtattttaa 


4500 


agcaaaaacg 


agtggaaagc 


tatgtatgct 


cagttaacta 


tgtctagatg 


ttaacctttt 


4560 


ttcaaaaaac 


acagatggag 


gcctccctcc 


gaggatgcct 


ggcattctcc 


tctttctgtg 


4620 


ggcggcagcg 


accccctgcg 


gctccagcct 


ccactacggg 


atctgcggga 


agacacgggg 


4680 


aagacgaact 


ccgcacactg 


catttgatta 


atgatttatt 


ttgattaacg 


ccgtcacagt 


4740 


gacgccttag 


agcagtccct 


gttcacccgg 


gtcccagcct 


cgaccccgca 


cggacagcga 


4800 


gggtgggtag 


ctgggggcgg 


acgcaggaaa 


gaggaggggc 


ggggccttgg 


tcgggtgggg 


4860 


tatggaatgg 


gcagggtggg 


ggggatgggc 


ggggtatggg 


atgggcgggg 


cccgggaaat 


4920 


tccccggcgc 


gggcagggag 


cggctggctg 


tcagctgagc 


cgcgctgggc 


ggggtcgcca 


4980 


ggccgcgcat 


cagccctagg 


caccccagtc 


ccggctgccc 


cctccgccac 


cgccgccgcc 


5040 


cgccggcagg 


ttccctggtc 


agcgtcccat 


cccggtcggg 


agttctctcc 


aggcggcacg 


5100 


atgccgagga 


aacagtgacc 


ctgagcgaag 


ccaagccggg 


cggcaggtga 


gccagggcag 


5160 


ggggctgcag 


cggtgggcga 


gggggcggcg 


gctccttccc 


ggcgggcgct 


tccgcggcct 


5220 


gaaaacggta 


cccgccgccc 


tgccccgcgg 


cccggagcct 


gtcggggtga 


gggtggcgag 


5280 


gggtggggcg 


gccctcccgc 


gagacggctg 


ccctgggagg 


atccccaagc 


ctcggcgggt 


5340 


cctgacctgg 


tgggagaggg 


tgggtagtga 


acacagggtg 


ggcccaagaa 


gggtccaggg 


5400 


ccggcctctt 


ggccgcaggt 


aacccctcta 


caagtcaccc 


agagacttgg 


aggtgacgtc 


5460 


ctcccgcagg 


ctgggaagga 


ttccgcagcc 


agttcctcgc 


cataaggagg 


tggttacaga 


5520 


cacgcctgtg 


ggagacatgg 


gaccactacc 


cgagctgaat 


gaggtgccca 


gggtcggtgg 


5580 


gaatccacat 


agactgctgt 


gtctaggaga 


gtgtgtacac 


tctatataga 


gagaatattt 


5640 


gatgaggccg 


agaaccccaa 


aggaattgtt 


tttgccatcg 


aaatgcataa 


gctacaggaa 


5700 


gtaaacatcg 


ctcaaagaaa 


atgaaaccca 


ggttccgacc 


tggcctccac 


cagcaggaaa 


5760 


actgttgtat 


ggaaatgtac 


accaaggaac 


tgtttgtaag 


gatgaaatgg 


aaaatgaaag 


5820 


catagaaaag 


£aaggcaatg 


tgaggacctc 


agaagccttt 


ggatctggtt 


agcaaggtgc 


5880 


aggctgtgtg 


aacagaagaa 


cccaccttgc 


tcttttgacc 


cagggagaga 


agagttagtg 


5940 
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gtgccaggct gcctcccagg acaggcccag ttttggggcg ggggctggag aagtcccagg 600 0 

gcagacccca aggccaggga ttgccctgga gtggacaagg caagtttaaa tgtgacctgt 6060 

agacagagga cgatcattga tttaagtcct ggcataattc atctgttttt ccactgggcc 6120 

aattttaggc gttctttata tattacgtac aacacaataa aagtaacagc ttcttttttt 6180 

ataaactaac ctttaggttg catattatgc taggaatata actaacctaa cctccacccc 6240 

cccacccccc cacccacccc cggaaaacca aactttattc tcgagggcaa ctggacactg 6300 

tattatgtcc tgccgaaccc ccgcccttac ttaggtagag gcgcataagt attctggcca 6360 

tgaaatacac cttctgtttt atagagattt ggcatatttg atatatgttc tttggaattt 6420 

atgaaataga aaacccaaag gaaaaagaaa aaaattaaac ttttttttaa aaaaatattt 6480 

catttagaaa gaaaaaatta aaagtttttg ttatttccac tttgacatgt gtatgaggag 6540 

1^ cattagaatc tgtgttatga agtgataccc agatggcttt gcagtgacag aaaacacttc 6600 

taatttttca aataagttag aaaggaggat tttgagaatc tggaagtgaa tgccgtggaa 6660 





ctgtggagaa 


actcctaaca 


atactggcat 


gctgagtttg 


tcacctacac 


agcagaaagc 


6720 




attttacagg 


tattagactt 


aaaaatacct 


cattatgcta 


tattttcatt 


tcatttcaac 


6780 




caacatttac 


tgcaagcctg 


ctatgtgcca 


gtctctagta 


agaataacat 


ggagagaaaa 


6840 




tagacgggca 


gacgatagca 


gtaatttcag 


aatgggcgga 


ggaggtggaa 


atgcagagtg 


6900 


2 S 

Q 


ttcttgggtg 


ctcggagtag 


ggaacagttc 


atatgacaca 


ggacatcata 


tttaagctgg 


6960 


P 


acattgatct 


gtccagtgga 


agtttgccag 


gacacaaggg 


gagccagaca 


tttcgggcag 


7020 


Ilj 


agggcagaag 


ggaggcaagg 


acgcagagac 


agaagaatgc 


agggaaccgt 


gagctcttta 


7080 




acgtgccttg 


ggtacgagtg 


ttttggtggc 


aggaggtgac 


tctggtgggt 


cagttgggcc 


7140 




tgggccctga 


aaggccacgt 


ttgtcttgtt 


aagaaactga 


aagtctgtcg 


tgtatgggaa 


7200 




gggtggactc 


aggggaatga 


cctcatattg 


caaaagaaac 


catgagggca 


agaggactga 


7260 




aattgacagg 


gctgaaagcc 


agtcatttag 


gaggctgtta 


aaatgtattc 


aacagatatt 


7320 




taccgagtcc 


tgccttctat 


gtggcaagta 


atgttctcag 


tcctggggat 


acagcagtgg 


7380 




acaaaatagg 


cagaacccct 


gtcctttgtg 


gaggtcaaca 


tggctgtggt 


acagacaaga 


7440 




taagggcctg 


aactaagcct 


gtggggatgg 


agaggaggca 


gtggatttta 


gaaacactta 


7500 




gaagggccag 


gcatggtggc 


tcatgcctgt 


aatcccagca 


cttagggagg 


ccgaggtggg 


7560 




tggatcactt 


gagatcagga 


gttcaagacc 


agcctggcca 


acgtggcaaa 


accctgtctc 


7620 
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tactaaaaat 


acaaaaatta 


gctgggaatg 


gtggcatgca 


cctgtaatcc 


cagctacttg 


7680 


ggaggctgag 


gtgggagaat 


tgcttgaacc 


tgggaggcgg 


aggttgcagt 


gagctgagat 


7740 


tttgccacgg 


cactctagcc 


tgggcgacag 


agtgagactg 


agtcttaatt 


taaaaaaaaa 


7800 


aagaaaaaat 


aaatatttag 


gaggtagagg 


tgatggcatt 


tggtgaccca 


ttagacttgg 


7860 


ggaaaagggg 


gctgggaaga 


atcaagcctt 


actcccaggt 


tcctgccttg 


gggagctagg 


7920 


ttaaagctgc 


tgccattttc 


tgtatattac 


taaaatacga 


agtcacaata 


tcccttctag 


7980 


tgtgtaatga 


cgaggctgct 


tttaccccat 


tagtaggatg 


catactctaa 


gttctttttc 


8040 


caaggtggga 


agggtttagt 


caatgcaatg 


ttagaatctt 


accccccttg 


tgaacccaaa 


8100 


ctcttcatag 


catttgccag 


tagccaactc 


ttgtctctgg 


tcaaaaagca 


agttttcact 


8160 


gtttaaaact 


catttatccc 


atgtagggat 


tgaacctacg 


aatacttcat 


tagcaaattt 


8220 


gaagacttgg 


ccataccagg 


gcaagggcct 


aaccttatac 


tatgtgcagt 


gtccactggg 


8280 


gggaagtcag 


tgtaaggcag 


gtaccatttg 


acacattatg 


actttctgac 


cactagagcc 


8340 


atcccacagt 


ggaacagaca 


gtgcctgcta 


aggtcactgc 


actcgtgctc 


tgtcattgaa 


8400 


atactcaagc 


ctgctctata 


ggatcatgtg 


ccatcgaaac 


cagacaagac 


attcttgcat 


8460 


tgaatatatt 


ggtctggatc 


atttctaagg 


ccaactcagc 


aatcagatgt 


atgctcgtgt 


8520 


ttacaaggtc 


aggtcattac 


tagaattact 


tgatctctgg 


aatttaaatg 


tatatacaca 


8580 


cacatgcaca 


cacacacaca 


cacacacaca 


caatcaggaa 


ttgagatagc 


agatctggga 


8640 


ataaaatcta 


ggggacttgc 


ttttggccat 


ccatctacta 


ggcagtcctc 


agtcttcctc 


8700 


attggtggaa 


tcttgacaaa 


tcctgtgctc 


aattaattca 


tccttccatc 


attaaatatc 


8760 


acttttgcct 


agaaataaca 


tacttcacat 


ctaggtcagt 


tgattatggg 


aaactctgtt 


8820 


atttgataga 


atcttagaat 


aaatggctta 


gttccaattt 


ctgtaacctt 


cgaagacatg 


8880 


tgcaaggata 


tgtaatgtat 


ctctgtcttt 


cctcagttga 


atgtagctca 


aggtgatgtt 


8940 


aaaaacagag 


aatgaagctt 


tctgtaactg 


gcattccacc 


gacagatatt 


tcatatgtgc 


9000 


actgcacagt 


gatagctcat 


agtgatgtcc 


taagataacc 


taagaattat 


gaagtgccct 


9060 


ttgagtcatc 


caaaatcagt 


taaattagtt 


tttttttctt 


tttttttttt 


tttttttttg 


9120 


tgagacaggg 


tctcactctg 


tcacccaggc 


tggagtgcag 


tagcatgatc 


ttagctcact 


9180 


gcaacctctg 


cctcccaggt 


tcaagcgatt 


ctcatgcctc 


agctcccgag 


tagctgggac 


9240 


tacaggcatg 


caccactaca 


cccagctact 


tttttttttt 


ttttttttta 


ctattacaaa 


9300 


atttatttaa 


caaaaagtct 


aatatgaaaa 


tgtacatgac 


ctaactttta 


catcatagta 


9360 
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aaacaggccc 


tatggagaga 


ggacatgggt 


ttctctgctg 


aacagccatt 


ttttatactc 


9420 


attccaaggc 


ttctaacatg 


aggatactgt 


ttcctcgtat 


taccaccatt 


ccagtattgt 


9480 


tctgttgccc 


actagtcgcc 


atctccacac 


attcatctat 


cacaagattc 


ataaagggat 


9540 


caagtccctg 


caatattcct 


tggacgtgtc 


tgccaccatt 


taatttcaat 


gataacttct 


9600 


tgtccataaa 


tcccttctag 


ccatctggtt 


agaacatgat 


gctattcgag 


atgttcaaca 


9660 


aaaggtggca 


ttcgagatct 


tcaaggaacg 


aagaagggac 


agcatggggg 


tgaccagggg 


9720 


cccgaccgca 


ggaccgggag 


gcgagtcggc 


cagaaagagg 


tgcagtggct 


gctggtggta 


9780 


actacgccga 


cgtgcgagct 


ctgctactaa 


tttatgtatt 


tttagtagag 


atgggatttc 


9840 


accatgttgg 


ctgggctgat 


ctcaaactcc 


tggcctcaaa 


tgatctgccc 


accttggctt 


9900 


cccaaagtgc 


tgggattaca 


ggcataagcc 


actgcacccg 


gcatcaatta 


aattactttt 


9960 


agtaaaattt 


tggtattaag 


tatttacatg 


cttatattta 


ccgtttatgc 


taacttctta 


10020 


tgtttgatga 


catttgaatt 


acaaaatatt 


ttttctaaca 


atacacaata 


tcacagaatt 


10080 


tgctgtcatt 


aggacagtta 


tagctattca 


tgagagtgac 


tggcctgccc 


gtgatacttg 


10140 


gtgtatatgc 


attgaagggt 


ggggtttaga 


ttgtggtctt 


tctagaaact 


aaagaatatt 


10200 


tttcacagag 


ttcataagga 


ttatcatttg 


ctggatgagt 


caataaatac 


cactagaggt 


10260 


catgtgactt 


cccaaggcca 


cacatctggc 


taatggtaca 


aatgtttttt 


tctgtggcct 


10320 


cccttagcac 


gaccccactt 


ttttcctcgt 


atgcttataa 


aatccgggca 


atgtgagaag 


10380 


tcagaaacac 


tgatgtaaca 


actagaacca 


gttttaactt 


tattatggtg 


gtatctgtag 


10440 


gcttggtgga 


ggcataaaag 


gtcatggagg 


ggcccggcac 


cgtggctcaa 


gcctgtaatt 


10500 


ccagcacttt 


gggaggctga 


g&tgggtgga 


tcacctgagg 


tcacgagttc 


aagaccagac 


10560 


tggccaactt 


ggcaaaaccc 


tgtctctact 


aaaaatacaa 


aaattagccg 


ggtgtggtag 


10620 


cacatgcctg 


tgatcccagc 


tacttgggag 


gttgaggcag 


gagaatcact 


tgaatctgaa 


10680 


aggcagaggt 


tgcagtgaac 


tgagattgtg 


ccactgtact 


ccagcctggg 


cgacaaagtg 


10740 


agactctgtc 


tgaaaaaaaa 


aaaaaagttc 


attgaggaaa 


aaaatcttaa 


cagttttcaa 


10800 


agaaacgtct 


ctctcttttc 


ttccctctct 


tctcccctcc 


ccttcctttc 


attttcagaa 


10860 


aaaaaggaga 


aatttgtgca 


tataataaga 


tgaaaccaaa 


cacacttcta 


aaaatctgct 


10920 


tagatccttt 


ctttaaaaaa 


atctgttgaa 


tattttcatg 


gcctttgcaa 


aatatagtat 


10980 


aatcactgaa 


tacctaagaa 


aaattaactg 


ttggcaagta 


aatgatacag 


atgacaagga 


11040 
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ttttctcttt 


taggtctatt 


acctagaatt 


ttagtattcc 


tctgcaaatt 


aggtaggaac 


11100 




actgttactc 


agtaaaaccc 


tattttaatg 


agatgattct 


gggtacaaaa 


aaatgaattt 


11160 




tacagaaaat 


tagaaactga 


tggtctattc 


agattatttt 


tgtgagaaga 


agagcagtct 


11220 




gttctagtca 


cctaatgcta 


agctatggaa 


cacttctgca 


ttatacctgt 


tttctaagtg 


11280 




aatttgggtg 


tgtgacacat 


agatacaaaa 


agttcaaaaa 


tgaatcctat 


ggtttatcag 


11340 




tgttttctgc 


ttcgtaagat 


tgccatcacc 


ctcattacat 


gactacatga 


gaatgcccct 


11400 




cttggtacta 


gctcttgtag 


gaagaagtgg 


cacaggctgt 


actgtcacag 


ggtgtggtag 


11460 




gtagctctgt 


ctctgattac 


ctacaagttc 


ctcacaccaa 


aaggaggtta 


ccaggtattg 


11520 




cttccagaag 


atctacagaa 


agcccaaggt 


attgcctcct 


gtggccaagg 


acgcaacacc 


11580 




acagtggtgc 


attttgtttt 


attttaattg 


atggctatta 


aatgcacaca 


tagatatcat 


11640 




gacacagtta 


catgtcagaa 


acaggcagtg 


ctcttatctc 


tatcttccag 


ggactgatat 


11700 




catgtgtaat 


ggattcttca 


caactcaggg 


ttcacacagg 


ctccatagtc 


atgagtggct 


11760 




gatggatctc 


attgagacca 


gtgcctttcc 


cccgttagaa 


atgggatgct 


cgcttccaag 


11820 


jy 


ttctctcctc 


accccttttg 


tgcatgcgtg 


gctttctgcc 


tgatcacagt 


tgtatagtgt 


11880 




acattggtgc 


ttaataccta 


tttattggat 


agatggattt 


taaattattt 


tctaaggtcc 


11940 




aggagcagtg 


gcttatgcct 


gtaatcccag 


cacttttgga 


ggccgaggcc 


agcagatcac 


12000 


•;:; : %'f 


ctgaagtcag 


gagttcgaga 


ccggcctggc 


taacatgatg 


aaaccccgtc 


tctactaaaa 


12060 


5 

fU 


atacaaaaat 


tggccaggca 


tggtggctga 


cgcctatagt 


cccagctact 


tgggaggctg 


12120 


agtcaggaga 


atcacttgaa 


cccaggaggt 


ggaggttgca 


gtgagccgag 


atcgctccac 


12180 




tgcactccag 


cctgggcaac 


agagagagac 


tctcaaaaaa 


ccaaaacagt 


cttttttttt 


12240 




tttttttttt 


gagactctgt 


cgcccatgct 


ggagtgcagt 


ggcacgatct 


cggctcactg 


12300 




caagctctgc 


ctcctgggtt 


cacgccattc 


tcctgccgca 


gcctccggag 


tagctgggac 


12360 




tacaggcacc 


tgccaccatg 


cttggctaat 


tttttgtatt 


ttttttatta 


gagacagggt 


12420 




ttcaccgtgt 


tagccaggat 


ggtctcgatc 


tcctgacctc 


gtaatctgcc 


cgcctcagcc 


12480 




tcccaaagtg 


ctgggattag 


aggcgtgagc 


caccgcgccc 


ggctcaaaaa 


caatcttcta 


12540 




acagtaaaca 


tcctggaagt 


aaataatatg 


ctttttcagg 


catgtctctg 


gactttggcc 


12600 




attcttgacc 


tttgtagaat 


gcgtgtgtgg 


gccatgtgta 


cacagcgtca 


gcggggagga 


12660 




gttgcctttg 


ctatgtattg 


ctttataatc 


tatccccatc 


agctcttgaa 


gaaaatacat 


12720 




cattttcacc 


aagtgtgaag 


gtggaaattt 


gtgctgaaac 


atgtttgcct 


gggtggttgg 


12780 
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taacacagaa 


gcagagtggg 


gatttactca 


ttggtcttgc 


atttctatgt 


ccacatggat 


12840 


acctct" araa 

^-i ' V— * v_-t \^ t*. Ci 


ascaaaatga 


tatgtgtaaa 


aaaat t tcag 


accatgcaat 




12900 


atcttagtct 


tttcagtatg 


cattgaaaaa 


tagactatta 


aagcctaagt 


actcagtaat 


12960 


ataactttgt 


tgttttacaa 


ggtgtggctt 


tgatagctgg 


tggtgccact 


tcctggcctt 


13020 


ggatgagccg 


tacgcctctg 


taaacccaac 


ttcctcacct 


ttgaaacagc 


tgcctggttc 


13080 


agcattaatg 


aagattagtc 


agtgacaggc 


ctggtgtgct 


gagtccgcac 


atagtaagca 


13140 



ttcaaagaat gttaattctc cctttcttct taaccaaaaa cacaataaac taaatatagg 13200 





ttttaaaaca 


gcttttttga 


gatagaattc 


acttaccatg 


caatttactt 


gaaataagga 


13260 




gatttgaatt 


tgaagatttg 


catgggaaat 


ttttttcatg 


ataccttgcc 


catgtctaca 


13320 




tatatcctga 


tcatcatgat 


gtcataccct 


cgtctccctc 


ccccatttcc 


caaatcctta 


13380 




ttgtaccctt 


tttttttttt 


tttggtttga 


gacggagtct 


cgctctgttg 


cccaqqctqq 
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13440 




aqtqcagtqg 


cgcgatcttg 


gctcactgca 


agctctgcct 


cccqqqttca 


cgccattctc 


13500 


ctgcctcagc 


ctcccgagta 


qctqqqacta 
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caagcgccca 


acaccaagcc 


cggctaattt 


13560 




tttgtatttt 


tagtagagac 


qqqqtttcac 


tgtgttagcc 


aggatggtct 


caatctcctg 


13620 


03 


acctcatgat 


ctgtccgcct 


cggcctccca 


aaqtqctqqq 

^ ZJ ZJ ZJ ZJZJ 


attacaggcg 


tgagccacca 


13680 


* 

0 


cgcccggccc 


tcattgtacc 


cttttataca 


cccatacaca 


cacacgcaca 


cacacacatg 


13740 


hi 
01 


cacacatgcg 


cgtgcacaca 


cacacacact 


tttctgaagc 


tacatatacc 


ttttttgttt 


13800 


aaaaggaaga 


atcaaaaatg 


tccaaaatgt 


aactggagag 


aaagtgggca 


acttttggag 


13860 


:n H 


taagtattag 


caatcgccaa 


tgggtttgtg 


ggactcccgg 


ggaccccttg 


tggggcgggg 


13920 




gacagctcta 


ttttcaacag 


gtgacttttc 


cacaggaact 


tctgcaatgt 


cccatcaacc 


13980 




tctcagctgc 


ctcactgaaa 


aggaggacag 


ccccagtgaa 


agcacaggaa 


atggaccccc 


14040 




ccacctggcc 


cacccaaacc 


tggacacgtt 


taccccggag 


gagctgctgc 


agcagatgaa 


14100 




agagctcctg 


accgagaacc 


accagctgaa 


aggtgagcag 


ggctggcccc 


tgtgtgcccc 


14160 




attcatcctg 


ggcctgcaag 


aaatgccatc 


cctttgcact 


aaggcttggt 


ggtgagctcc 


14220 




cttctccccg 


tttccatagg 


tggtagctgg 


tggggaagca 


caggatttag 


catttggcaa 


14280 




ggctaaatct 


gttctgattt 


ttacttttgg 


aaacaggtac 


aagtaaaaac 


tgtgtgtatc 


14340 




tcaaggaagt 


agcataatga 


tatttagccc 


attcaaaagg 


aaaaagaggc 


tgggcgtggt 


14400 




ggctcatgcc 


tgtcattcca 


tcactttggg 


aggccgaggc 


agaaggattg 


cttgagtaca 


14460 
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ggagttcaag 


accagcctgg 




aaaaaaaaaa 


aagctgggcg 




aggttggagg 


attgcttgag 




tgcactttag 


cctggatgac 




aaaaggaaga 


aaggctgcta 




aagcatcctg 


gtatctcaag 




aagaacttcc 


ttagctccta 




acccaaatcc 


actttatttt 




aatcttttct 


Clt" PI r3 Crr* ri 3 3 3 




aagcatggca 


tctttcaatt 




catcagatca 


agtccacttt 


fag: 


ccatgaagct 


aaataatcaa 


T'% 


agaaacagaa 


ggaagaaege 


fy 


taatggcctt 


gagtcatgag 




aatcagaaag 


gtcatctgag 




cccttgacat 


ttgcagtgga 


0 


ttcagtctgg 


attggtgttt 




ttgccctatt 


aagggtcatg 




ccgtactgat 


tgtaggcaaa 


iy 


agatggtgca 


gatgggcetc 




aaaaaatatg 


tttaaaaaac 




ctcagtctaa 


aatggagatt 




tgtcatgttg 


tggtaggagg 




tttcttaacc 


caaagaacct 




atagtaatga 


cacaacccag 




gtcctctgct 


gtccatgcca 




aaaagggcag 


gaggttgggt 




cagcttatga 


gtccactgtt 




ccagcatggc 


aaggaaggct 



gcaagatggc aagacctgat 
tggtggtgca cgcctctggt 
cctgggaagt tggagctgea 
agagagagac cctgactcaa 
tggttccaga gttagtccta 
atggctttgg gcaggaccag 
gtaaccatag atatttagat 
cttgggattt ttaaggacta 
accacttcgt etttttgetg 
cagagecatg tggtcaagtg 
cctggtgtgt gactccatca 
gecatgaaag ggagatttga 
cagttttttg agatacagag 
aatgagaaat tgaaggaaga 
gtgagcagac cgatccattg 
atettaegtg tctagactcc 
tgcctggtct tggaagaagt 
gataatctct tttagaagaa 
agaacagtaa ggttataaat 
tgectagaac caacaattgt 
ccattactca gaatttttac 
attcacttta cattttcctt 
etategcatt gecacagatg 
ggaaaaatgt gctcatacct 
aacaagtttg aaatccccac 
agtgtgggga gaatgggtgt 
ggtgggaacg ttttttcctt 
gccaaagtgt ggttgattat 
ttctttcttg tcatgaagtt 



ctctacaaaa aaattaaaaa 14520 

cctagctact ggggatgctg 145 80 

gtgagccatg atcgtgccac 14640 

aaaaaaaaaa aaaaaaagga 147 00 

tatattacct tattaagaga 14760 

tatttgaatc taggagtagt 14820 

atttgtgctg tagtggcggt 14 880 

gaaatgatgt tcatcccgct 14 94 0 

ctgacccttg ggecaagget 15000 

gactagaggg agatttggtt 15060 

ctctgaacct ectgeagaag 15120 

ggagctttcg gcctggacag 15180 

caaagaagca aaagagcgtc 15240 

gcttggaaaa ctaaaaggga 15300 

tgatgttgtt tttttttttt 15360 

tagatcaaaa cctttcatgg 15420 

gettttgetg aaaagattgg 15480 

agaaatttgt aaagctttga 15540 

cattgtattg tattcattat 15600 

ttttagtttg tctttgatat 15660 

ttgttgacct tgtctgttct 15720 

tttaaaaatg ctttggaaaa 15780 

aaaagagaaa gagacacatt 15 84 0 

gggagtggat gtcaaagatg 15 90 0 

tgggcgtggt ttgttaagga 15960 

gggtgggctt tgatgggagg 16020 

cctttctgga attttagaca 16080 

ttctatgata tcagattatt 16140 

actttaaatt ttgattattt 16200 
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gaatacaata aaataatgta 
gctaggcacg gtggctcaca 
cacctgaggt gaggagttcg 
aaaatacaaa aattagccag 
ctaaggcagg agaattgctt 
cattgcactc caatgggcga 
aaagctgaaa ttttctacat 
agtaggtgtg ggggcaattg 
tttgactgtt tttttttttt 
gagtacagtg gcataatctc 
cctgcctcag cctcccgagt 
fcl- tttttgtatt tttagtagag 
y3 tgaccttcat gatccgccca 

fy ccacgcctgg cttggctttt 

tt| 

tcctgggctc aggcagtctt 

m gccactacac ctggctaatt 

*M caggctggtc tcaaaatcct 

ffl gcgattaagg gcatgagccc 

pj tccttgtcat ctccaggacc 

ggaaaaggac cagctcagga 

gggcatcgtg tctgaactgc 

tgttgaaatt aggatggctg 

gcctcccctg gaaagatgaa 

aggaaattcc agtgtagcaa 

tgtaagggtt atcatagcta 

agtctttttt tttttcttca 

gaaaaaaccc acacgaacat 

ttccgcagtt cacttaaggg 



aaaatttcca ttttaaatgt 
cctgtaatcc cagcgctttg 
agaccagcct ggccaacatg 
gcatggtagt gcgtgcctgt 
aaacccgaga ggtggaggat 
cagagtgaga ctctgtctgg 
taaagcacaa ggcataaagg 
agtctcatgg ccaggtcctt 
tttttttttg agatggagtc 
ggctcactgc aagctccgcc 
agctgggact acaggcgccc 
acggggtttc actgtgttag 
cctcggcctc ccaaagtgct 
tttttttttt ttttgagaca 
cctgcctcag cctcccaact 
attaaatttt ttgtaaagat 
ggcctcaagg gatcctccca 
atggtgccca gccttagttt 
ccactgatga ctccaggctt 
cccaggtggt gaggctacaa 
agctcaagct gaactccagc 
tgagtttttg gttttatttt 
acaaatacca ctttttcttg 
agataaattg gctctcattt 
aaatggaaaa atattaatta 
tcatgtcctg gcaaattgaa 
gaactttctg tcatttttca 
agcgcaaaca tattttcaca 



tatgtcaaaa taaatcgtgg 16260 

ggaggctagg gtgggcagat 16320 

gcgaaacccc atctctacta 16380 

agtcccagct acttgggagg 16440 

gcagtaagct gagatcgcgc 16500 

gaaaaaaaaa ttgtcaggta 16560 

tgttgagaaa cttccttgtc 16620 

agtttgattt gtatttgttt 16680 

ttgctctgtt gcccaggctg 16740 

tcccaggttc acgccattgt 16800 

gccaccacgc ccagctaatc 16860 

ccaggatggt ctccatctcc 16920 

gggattacag gcgtgagcca 16980 

gggtcttggc agtcttaaac 17040 

aatggggact acaggtgtgt 17100 

gg9ggtcttg ctatgttgcc 17160 

cttcagcctc ccagagctct 17220 

gatctgttca ttcactttac 17280 

cccagggccg aagcggagca 17340 

gcagagaagg cagacctgtt 174 00 

ggctcctcag aagattcctt 17460 

tgttttgagc aaactataaa 17520 

tcaacacaag ccaaggattg 17580 

tctaagtata gcataatgca 17640 

ccttttatga tgaaagctgt 17700 

catttttgtg accagaaaag 17760 

aactaggtct caaagctgta 17820 

acagaaccct ctttttttgt 17880 
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tttgagacag agtcttactc tgtcttcccg gctggaatgc agtgatgtga tctcggctca 17940 

ctgcaccctc tgcctccggg gttcaagaga ttctcgtgcc tcaacctccc aagtcgctgg 18000 

gactacaagc gcatgccatc acacccggct aactttttgt atttttaata aaaaagacag 18060 

gtttttgcca tgttggccag gctagtctca aactcctggc ttcaagtgat ccacccgcct 18120 

cggcctccca aagtgctggg atgacaggcg tgagccaccg cgcctggcca acagaacctt 18180 

cttttcaaac aaagtggtat gaggaaccct gatacattaa aaagaagaag aggagaaaag 18240 

aaagagcaga actgctctgg ttgtaggttg agggagtgtc ctggcttttc cttccctttc 18300 

aaaagcagct actcaggagc ctctgagaac tgagtttgaa gccattgcta tcaaaatcaa 18360 

atttctctgc aaccccagat gaagtgggct aagcgagggg gccctaagct cttgagaagc 18420 

atctgttaca actgtgcctg ggcatagggg cagccctatt gaagagcaga gcaggtcgat 18480 

gcaccagctg ggggcctgtc cttcattgct actaacaaag attagacagg gagaaagata 18540 

iT gacaaggata aaatcctctg tagtatagat ggtcactttc gatgagtcag agtacatatc 18600 

O 

Q tgatacagga aaagggactg gccgggtgta atggctcacg cctataatcc cagcactttg 18660 

y3 

is& ggaggctgag gaggcaggat cccttgagcc caggagttca agaccagcct gggcaacctg 1872 0 

ftj 

.ffj gcgaaaccct gtgtgtacat aaaaaaaaaa tacaaaaagt tagctaggca cattggcaca 18780 

V cacctgtact cccagctact caggaggctg aggcaggagg atcacttgaa cctgggagtt 18840 

M tgagatgctg cagtgtgcca tgattgtgcc gctgcactcc agcctgggtg acagagcaag 18900 

0 actctgtctt taaatttaaa aaaaaaagaa aagaaaaaaa attgtgtcct tggaagagaa 18960 

m ■ 

Q aaatgtacat tgtagataag tcaggaggag tggggaacaa cttgcaaaaa agctcaccta 1902 0 

ctggttatat ctgaaatatg aatgtctgac tgtctttgct ttctgattta tttgctgcaa 19080 

tagagttagg aaacagctct gaataaccct gccatccatt ccccctcata catttcagtg 19140 

gccaaaatca agataattaa aatgtcaatt gaaaagcgta ttttgccaga gtaccccttc 19200 

tgcaagtgat cgaagattac tgagacagaa gtttaaccaa agaaacttac ccttctgtca 19260 

ataaccgata agctgcagga aacccaacag catatgagaa gtttccagat gaagcttctt 1932 0 

ccttcagggt gcatggttag catctcattc tccctgtcag atgagtgaca gttattttta 19380 

gtgtaaacac gttttgcatg cgtttcttct gtgaactgga aagcactgcc caagatttag 1944 0 

gaagaaacat caaaaatatc tagaaccccc atggccccaa gcagagaaaa aatatatgta 195 00 

tctatgtttt ttataataga tatatctgta tttatattat ataatgaata tataatatat 19560 

tctataatat ataatgtaga atatattcta caattatata attgcatata taattatata 19620 
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attatataat tatataatta tatatacata tatataatta tataattata taattatata 19680 

attatataat tgtataatat attctacaat tatataattg tattatatac acttacatat 19740 

gtatctgtat tttttataat agatatatct atatttatat atatttatat atagatatat 19800 

ctatatttat atatatttat atatagatat atctatattt atatatattt atatatatag 19860 

atatatctat atttatatat ttttatatat agatatatct atatgtatat atatttatat 19920 

atatagatat atctatttta tatattttta tatatattat atatatatat aaatttataa 19980 

tatagatata tctatatatt tatatataga tatatctata ttttatatat atatttatag 20040 

atatatctat atttatatat atatttatat atagatatat ctatatatat ctatatttat 20100 

atctatattt atataatgaa tacatataat atattctata atatataata tataatataa 20160 

catagaatat agaatatatt atacaattat ataattgtat aatatatata cacttatata 20220 

tgtatctgtt ttataataga tatatctgta tttatattat agaatatata taatatagaa 20280 

tatatataat atattctata ttatataata tagaatatat ataatatatt ctatattata 20340 

taatatagaa tatatataat atattctata atatataata tagaatatat tatacattat 20400 

atattataca attaatatat aattacatat ataacattat atatttatat aatatatatt 20460 

tctatatcta aatatctaaa tatattatat atatatttat acgtatatac ctagaactat 20520 

ctttgtgcat ttttgaagat tttccctggg agcttattgg aatataaatg tctttcaaat 20580 

cctgtgggtc ttagactatc ttgttcccta agtgacctgt ggtgcataca aatttctaat 20640 

gggaaccaac ttggccaaga tggtgctttg tgaatctcat tcacagaaac tgcctctttt 20700 

ttaactttac ctcagtgagt tctagcattt tgcattttaa aggaaggata tgtggagttg 20760 

tcaccagctc tgtatgacct taaccttgag aaagagggaa ctgccaagga aagggaggag 20820 

cagataagct ttcatgttta cagagtcagg tagaatgtgt atggcgagat gaaactgacc 20880 

ttcacgcctt agctgggata tttataatcc cgacagggcg tgccaggtga ggggagggta 2094 0 

cgtttccatt tcctctgagc caccccgttt aaacagtgca catctgaatg tttggaagct 21000 

tccttgggtt gcatgtcaca aaaattcatc ttttgtcttt ttcttctttt gacaaagaat 21060 

ttgtcttgta gacatattgt gttaaatccc ttgcatttct gttttcacag gaaggagaag 21120 

cagaagggtc agtaaaagaa atcaagcata gtcctgggcc cacgagaaca gtctccactg 21180 

gcacgtatgt gaaggaagac tcgggctgtc aggcagacag gctgggcagg ctcgtcactg 2124 0 

ggtgcttgtc accggaggtc aaatgttgtg acctgaggaa gtaacttctt tatgatttat 213 0 0 
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accaggatct 


ttccagaata 


tttggtttga 




aaagattaaa 


aactgtttgg 


ttcctgtttg 




tctcacctcc 


agcagatgaa 


aagtgaaagc 




ttcctaatca 


aagacatgtt 


tgctcattgg 




tgcccagctt 


ccataagtga 


aatattttca 




agctggcatg 


gccaatactg 


gaacatcttt 




ttgtgggtgt 


tgcctgaaag 


tgcccagatt 




cctatgtaga 


tgtgaggaaa 


cagacatctt 




agacctagaa 


ctgagcgcct 


gaacctcttg 




ctgctagctc 


gccttctgca 


agctgcttac 




tctgaaaaga 


actctaagga 


tctctttttt 




gttgcccagg 


ctggagtgca 


gtggcgtgat 




ttcacgccat 


tctcctgcct 


tagcctcccg 


KSK ^ 


tgcccggcta 


attttttgta 


tttttagtag 


3 •■ 

S •55P 


gtctcgatct 


cctgacctcg 


tgatctgccc 


Ms 

9 


ggcaugagcc 


accgcgcccg 


gccaggatct 


n 

w 


tttttttttt 


ttttgagatg 


gagttttttt 


0 
CP 


actctgccac 


tgaggctgga 


gtgaagtggc 


o 


ccgggtacaa 


gcagttctcc 


tgcctcagcc 


m 










caccacgccc 


agctaacttt 


ttgtgttttt 




ggctggtctc 


gaactcctga 


cctcaggtga 




gattacaggc 


gtgagccact 


gcgcccagct 




taacttgatg 


aatgtgcata 


tagaatgact 




atgtttctaa 


gcccttgtat 


aaggaagaaa 




cacagtaatt 


ggcataaacg 


aaagtaattc 




ccccaaattg 


cttttgtcat 


atttaaagac 




cctggttgaa 


atatcaaagc 


cacttcctca 




ctcttttaag 


ccacatggct 


atttttaaaa 




aattagtttg 


agattgattt 


ccaggtttgg 



atgctattta atgttgcagc tcaaactggc 21360 

gctcacactg actgctctgt tctagtggtg 21420 

aaactggttc tcaatcaagt caatgatttg 21480 

ttccccggtg ccatttgacc cagaccagcc 21540 

ttttcttttc cctgctactt cccagttata 21600 

tgtaacaatg actgatagca ctctcagtca 21660 

tcttatctgt ggagtctcaa gtgtacctgt 21720 

aaatagtggc agggccttgg ggagggaggc 21780 

actctcgcaa agcagtgctc accaaggaga 21840 

tcctgtaatc atctattcaa gagacgattg 21900 

tttttttttt ttgagacgga atcttgttct 21960 

ctcggctcac tgcaagctcc gcctcccggg 22020 

agtagctgga accacaggcg cccaccacca 22080 

agatggggtt tcaccgtgtt agccaggatg 2214 0 

gccttggcct cccaaagcgc tgggattaca 22200 

cttatctcac agacggataa gagatccatc 22260 

tttttttttt tttttttgag atggagtttc 22320 

gcaatctcag ctcactgcaa cgtctgcctc 22380 

ttccgagtag ctgggaatac aggtggccgc 22440 

aatagagaca gggtttcact gtgttgacca 22500 

tcctctggtc tcagcctccc aaagcgctgg 22560 

atctcataga tttgtaaaac cttctttgta 22620 

tacaaaacgt gaaaaaaatt gtcttccgtt 22680 

gtaagtatta gataatattc tttcgtcaaa 22740 

ccttttttgg ttaacaattc ttcacgtttc 22800 

gttcctggaa gtagtgggaa ataaaaaagc 22860 

tcattcatat ccagatgcaa agaccgcttc 22920 

taacagctct gtaccatttg tgagtatcgt 22980 

agttgaagct tcagagtcct ggaaaccggg 23 04 0 
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atttaatcct 


ggctgtttat 


tagctatgcg 




ccgttagcat 


catcatagtc 


atccctcatg 




cactgatatg 


tctcttgatt 


tagtcagatt 




acagagcctc 


catttctctg 


ctctcattat 




ccttgactta 


agctgtgatg 


gtctctgtta 




gtgcctttat 


cttttgtctg 


actgcagtcc 




caccttcagc 


cacggctgcc 


tctgctgaac 




gtacacagtg 


actgtttgga 


ggacgtgggt 




ctcactgagt 


ctccacacct 


tccctaggaa 




ggaccagctg 


tgcttgttca 


ctagttgaga 




cctttaagct 


ggtcccagtt 


atattgggtt 


o 


atgaaaacct 


tttaaccttt 


atactgaaca 




cagatggggc 


caagaattac 


ttcgaacatg 


m 


gcctaaggga 


agggaatcag 


aaggtggaga 


S3 


aaaggtatga 


aataggttaa 


cttgaaatat 


M 


taattaagat 


accatacagt 


tcacccattt 




ttccaggatt 


gtgcaaccac 


tgttactaca 




cagcactcac 


tgtctgctcc 


tccaagcaat 


i 


ctagacattt 


catataaatg 


gaattataca 




acgtagcata 


atgtttttga 


ggttcatcta 




cttgctgaat 


aaccttccat 


tgtctatata 




gataaacatt 


agagttgttg 


ccacttttta 




gtgtacaagt 


ttttactggg 


atatgtgttt 




gaattgctgg 


gtcatacggt 


atcgctattt 




caaagcagct 


gcgccatttt 


gcattcccac 




cgtccatacc 


aacacttgtt 


tcttactgtt 




gtgaattggt 


atctcatagt 


tctgatttgt 




ttttcatgtt 


gaccgtttgt 


ttgatttgga 



aacctgagtc ggtgactgaa agagtagctg 2310 0 

ttttgtaaca gtgatcatga ttctgtttgt 23160 

ttgaaatcga gaaaaatact tgacatatca 23220 

ttgaaaccac aagtgaaaaa ggttttctcc 23280 

acttggagaa aggccagtgg tctgtacaat 2334 0 

cctttgagac tagatctctg gaaagcttgg 23400 

tgttccgtga gttttgtggt gtggtgtgag 23460 

gtgtgcattg taagctggcc tctccagagc 23520 

gcatggagga gcttggcact gggggtccca 23580 

attagttgga gaatgttctg gaaagcagtt 23 64 0 

actctcttct tagtctttgg aatttttctg 23700 

gggcattgtc taaatatagg agcagatctg 23760 

aggagttaac tgtgagccag ctcctgctgt 23820 

gacttgaagt tgcactcaag gaggccaaag 23 88 0 

gtgttttttt aaaacagctt tcctgagata 23940 

aaagtataca tttcagtgtt ttttagaata 24000 

atataatttt agaacatttt ttcccccaaa 24060 

gtgctttctg tctctataga tttggccatt 2412 0 

gtctgtggtt ttttgtgact ggcttctttc 24180 

caacgtagca tgtatcagta cttccttttc 24240 

tacaacattt tgtttattca ttcatcagtt 24300 

cctattagga ataatgctgc tatgaacagt 24360 

ttaattctct ggggtatatc gttatgggtg 24420 

catattctaa ggaaccagca aatcattttc 24480 

cagcagtgca tgagcattcc actttctcca 24540 

ttcactttga cttcagccat cctagtggat 24600 

atttccctag tgacagcgat gttgagcatc 24660 

gaaaagtcta ttcagagcct ttgcccattt 24720 



22 



ttaaaaattg 


ggttatttgt 


ctttttatgt 


tgaattataa 


gagttcattt 


tacattctgg 


24780 


atacaagacc 


cttattaaat 


atatgatctg 


caactatttt 


ctttcttttt 


tttttttttt 


24840 


ttttgagacg 


gagtctcgtt 


ctgtcaccca 


ggctggagtg 


cagtggcgca 


atctcggctc 


24900 


actgcaagct 


ccgcctcccg 


ggttcacgcc 


attctcctgc 


ctcagtctcc 


cgagtagccg 


24960 


ggactacagg 


cgcccgccac 


cacgcccggc 


taattttttt 


tttttgtatt 


tttagtagag 


25020 


acggggtttc 


accatgttag 


ccaggatggt 


ctcgatctcc 


tgacctcgtg 


atctgcccgc 


25080 


ctcagcctcc 


caaagcgctg 


ggattacagg 


cgtgagccac 


cgcgcccggc 


tgatctgcaa 


25140 


ctattttctc 


ccattctgtg 


gatcgtcttt 


tcccttgatg 


gtatcatttg 


cagcacattt 


25200 


gtttttattt 


tgatgtaata 


cagtttatct 


cctttttctt 


ttgtcacctg 


tgcttttgat 


25260 


gtcccatctg 


agaaaccgtt 


gcctaaccca 


aggtcacaaa 


gatttactcc 


tatgtttttc 


25320 


tcctaagaat 


tttgtagttt 


tggcctggcg 


cggtggccaa 


aattacagtt 


ggccaccgca 


25380 


ctccagcctg 


ggtgacagag 


tgagactctg 


tctcaaaaaa 


aaaaaaaaaa 


gaattttgta 


25440 


gtttcatctc 


tgacatttaa 


gcctgtggtc 


cattttgagt 


ttgtttctgt 


gtatgttgtg 


25500 


atataggagt 


tcaacttcat 


tagactctca 


gttctgtttc 


attgatctat 


gtttgtcctt 


25560 


acgccagtac 


cacaatgtct 


tgagtactat 


agctttgtag 


taagttttga 


aatcaggaag 


25620 


tgtattagcc 


cgttttcata 


cttatatgaa 


gaaccgcctg 


agactgggta 


atttataaaa 


25680 


gaaagaggtt 


taactgactc 


acagttcagc 


atggctaggg 


aggccttggg 


aaacctaaca 


25740 


aatcctggcg 


gaaagcgaag 


gggaagcaag 


gcaccttctt 


cacaaggtgg 


cagaaaggag 


25800 


aaggaacgca 


ggaggcacta 


ccacacactt 


agaaaaccat 


cagatctcat 


gagaactcac 


25860 


tcactatcac 


gagaacagca 


tggaggaaac 


tgcccccgtg 


attcaattac 


ctccacctgg 


25920 


tctctccctt 


gacacatggg 


gattatgggg 


attacaattc 


aagatgagat 


ctgggtgggg 


25980 


acaacaaagc 


ctaaccatat 


gaggaaggag 


ttaactgtga 


gccagctcct 


gctgtggcta 


26040 


agggaaggga 


atcagaaggt 


ggagagactt 


gaaattgcac 


tcgagagata 


gtgccttcca 


26100 


actttgttct 


tctttttaaa 


gactgttggc 


tcttctgggt 


tctttgctgt 


tgcgtaagaa 


26160 


ttttaggatc 


agcttgttaa 


tttgtgaaaa 


aagccagctg 


ggatcttact 


agggattgca 


26220 


ttgtatcccc 


aaatgatttg 


gggagaattg 


ctatctccag 


gattgtgtca 


tcgcagagat 


26280 


agtcttgctg 


cttcttttcc 


agtctgaatg 


ccttttattt 


ctttttcttg 


cctgattatc 


26340 


ctgtaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


agtgttacat 


agaaatggag 


agagcaggca 


26400 


tccttgtctt 


gttcctaatc 


ttagggggaa 


agctaaggcc 


ccacctttgt 


catcacttca 


26460 
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gaggttcctg 


gtgtcactca 


tgcttgagtg 


tcctggagtt 


cccacagtgt 


gaatctggtt 


26520 




gcttcttggc 


tgtccctact 


gttggctcaa 


aggtcggcct 


tcttgggctg 


gtaaggcccc 


26580 




actcagacct 


gtactgccaa 


attttcctac 


tattatttcc 


tctccctttt 


tctttgttcc 


26640 




tgtaggcaca 


tggctttttg 


aaggtccttt 


tagtagagtt 


tgggctggga 


aaaaaattgc 


26700 




atgcatctgt 


tcaacccatt 


atctttaacc 


acagtctctt 


gtttcat-ttg 


gattgggacg 


26760 




gctttcctgt 


ggttatgatt 


tggtgttaag 


aatggtgtta 


ctttttttgt 


tgtcgtttat 


26820 




tcggtgactt 


ttaaacttag 


ctgtgtccta 


aaaggaaaag 


tctttccttc 


tctaatgaat 


26880 




tcttatgaat 


gagataccat 


gttcatggaa 


cacacatgca 


tccacatgtg 


taaacacaaa 


26940 




caatttcaaa 


aacattgctg 


cataggacag 


ttgcatggaa 


acaaatggtg 


ttcaagatga 


27000 




gtttcacttg 


ccttttacct 


ctgtgtgtat 


ttgtctgtga 


atcaattcta 


gccaatttta 


27060 




ggatgaaaaa 


taaaactaat 


gctaatatag 


tgaatgtgta 


gagattttga 


aaacccctga 


27120 


~a=s 


tcctttatcc 


caattgtaaa 


caatgttctt 


tttagtactt 


ctgtaataat 


tgctatttct 


27180 




cttaaagcca 


aagagaaagt 


aacttttcta 


tcttctgtga 


ttttccagag 


tttcagattt 


27240 


ft! 


tgaaaagaaa 


acaagtaatc 


gttctgagat 


tgaaacccag 


acaqagqqga 


gcacagagaa 


27300 




agagaatgat 


gaagagaaag 


qcccqqaqac 


tqtqaqtcct 


aagattccac 


ggccactacc 


27360 




acacccacac 


acacgagagt 


agtccagcca 


ctgaattcaa 


atcttgtgat 




27420 


ctttagaaat 


atagaaatca 


tgttgatatt 


gaatattatc 


tatctattcc 


ttttatatgt 


27480 


ccttgtcctg 


ctctgtgtca 


attqtaqcqa 


gatgtatttc 


ttttttgttg 


ttgttgt tgg 


27540 


IU 


agatqqaqtc 


tcactctgtc 


qccaqqctqq 


aqtqcaatqcr 


cacgatctca 


gctcactgca 


27600 




acctccgcct 


cccaggttca 


agcagttctc 


ctgcctcagc 


ctcccaagta 


gctqaqatta 

ZJ ZJ ZJ 


27660 




caggtgcccg 


tcaccacgcc 


tggctaattt 


ttgtattttt 


aatacagaca 


qqqtttcacc 

Zj ZJ ZJ — 


27720 




atgttggcca 


qqatqqtctt 


gatctcttga 


cctcgtgatc 


ctcccacctc 


ggcctcccag 


27780 




agtgctggga 


ttacagatat 


gagccactgc 


gcccagctgc 


aagatgtatt 


tctatcagta 


27840 




ttctacaaaa 


cgatttccta 


tgtctcttct 


tgactgattt 


cttctcctcg 


gtccttcaat 


27900 




gaacaagcct 


actgtaggaa 


aaggaatgtt 


gtccacttta 


taatgagatc 


atttgaggat 


27960 




atgacttaga 


aacttgaggg 


agaattgaaa 


gatttgggtt 


ctatcccatt 


actggtttga 


28020 




ataaagtagt 


ttgaaaggaa 


aaggttcact 


gttgtcttgt 


tcagtgttgt 


ctggtaattg 


28080 




agagaggtgc 


cttcgagtct 


gcagagagtc 


ttcagctttc 


ggaagttaat 


gaagccgtga 


28140 
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aggttgatag ccataggggc ccacgtgaaa 





attaatttat 


tcaacaaata 


tgtacattga 




ttactgttga 


aagaagagag 


aacatttaga 




agttccctgt 


tgactaaaac 


gaattcaaca 




gcatcagaaa 


ctcatttaca 


aaaattatag 




atagttgagt 


aaactagaaa 


catacactgg 




gatagatagg 


actgtgcttt 


gacacctctg 




ttcattttaa 


tagcgataaa 


gtcattatcc 




tattaggaaa 


cagaagttac 


ccaaaactta 




tcttttccta 


cacaatgttt 


ggggtattgt 




aattggctac 


taatggttca 


gcctgttttc 


.SSBSf 


taattgtaca 


gatatgtttg 


ggatttcccg 


tgaacctcca 


ggtgacatct 


ctgtttaagg 




aagctgagct 


aatgaagaag 


agacttcaag 


(U 


tcctttgaaa 


tatacatttt 


tacaaagtat 


s 


atgttatgac 


taaaagaaaa 


atagacacct 




gttccagtta 


atgtgtgagc 


atgaaatact 


ffl 


tttaattctg 


ccatttaggg 


gcatttgtta 


" 


taaagctgtg 


agctagtttt 


cctgttactg 


v. -,w 


cataaagaaa 


gatgaaaaga 


gcataaagat 




atttcaattt 


gttatttcaa 


tcagttaatt 




ggcatttgct 


tgtttctctt 


gatgtaagaa 




tgctgttcta 


ttggattcat 


tggcaaacat 




tttcttgagg 


ttataattcc 


caacactctg 




agctacaact 


aaggactttg 


gacaaacaga 




tttgtgttgg 


gcaaggtatt 


tatttcaatt 




tgtgttgtaa 


tttcttctat 


atacattgtg 




aatgctttgt 


gcatagctgt 


catttatttg 




aagaagactt 


aggggaactt 


cctttttccc 



ggcatttaca taaaatattc actttaggta 28200 

atgcctattg tatgtcagga gactgagacc 28260 

aaacagatga agagaccacc agtgaataat 28320 

gccagtagca gggaaatatg gtctttcaag 28380 

agctgccagg aaaaaggctg cacaacaaaa 2 8440 

gaagagagta tgggggcaag ttgttagctg 2 8500 

tggtctatga tctctgaacc tggaataggg 28560 

cagtgcatcc aaattgatta gttcatgctt 28620 

gcaaacctaa gtaccaagta tccaaaacat 28680 

caaagttgga ttgattcacc agccagtctt 28740 

tcctaaagag gtttgtttaa tgtcagatga 28800 

tatgataggt tggaagcgaa gtggaagcac 2 8860 

agcttcaaga ggctcataca aaactcagca 2 8920 

aaaagtaaga atgagagagc aattttatcc 2 8980 

actactatat aaaaacatag ttttttaact 29040 

aattaaaata taaattcaga atatactaat 29100 

tgtaagatgg ggggttgggg actggagaac 2 9160 

aatgtacgag cctgggtaag atctctacag 29220 

acttaagctg atgacattga tgtgagtaag 29280 

cttgagtgac atttatttgg aaaaaggtca 29340 

atttcaggct aacatgtaga ttgagcgttt 29400 

gttacccaaa acttagcaaa cctaagttga 29460 

gtttctagca caatacggag gtgtgtgtgt 2 952 0 

tagaattatg gtaacgtgat acaacatggc 29580 

cctagattta acatatgagt ctgcaactta 29640 

ctctgagcct gtcttggcat ttgtaaattg 29700 

ttaaatgata tgtctaatgg gctgggcatt 29760 

tattatattg aaatcctctt tccgatcttt 29820 

ttattgaatc tttgtcagaa actaaagtct 29880 
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ttgcaattga 


cagaacctat 


aacttttttt 


ttaatataaa 


agatatccac 


acatcactac 


2 994 0 




atgagaagcg 


ccttagctaa 


ttactactgt 


ggtctgtgtt 


taaatactaa 


aaatgtatct 


30000 




gtatgactag 


tttaaacaat 


tattcaaaga 


ggacagtact 


gcatgtgagc 


ttagatctgt 


30060 




acttttttat 


gtttaggcgt 


aagggttcag 


aaatatggcc 


aggtctagtg 


aagaagcaag 


30120 




gaggattatg 


tatttcattt 


tgcattcata 


aaccctacag 


ccctaaaatt 


cttatattgt 


30180 




acataacctt 


ggggtttgtt 


taaaagccac 


tgcgacgtaa 


aggagcattg 


tttatcctca 


30240 




tgaaatcttg 


acctttctta 


ggtgtcaggc 


ccttgaaagg 


aaaaattctg 


caattccatc 


30300 




agagttgaat 


gaaaagcaag 


agcttgttta 


tactaacaaa 


aagttagagc 


tacaagtgga 


30360 




aagcatgcta 


tcagaaatca 


aaatggaaca 


ggctaaaaca 


gaggatgaaa 


agtgagtatg 


30420 




ttgagtcaga 


agggcagcga 


cggggcagag 


gagggagaat 


cgccttttta 


tacagattgg 


30480 


3 , 


aattcggatt 


tgagaataaa 


ttttaaaaaa 


tttctttttc 


acttatctga 


aggagtccta 


30540 


0 


gcagacctct 


cagagagggg 


gataaaattt 


aaaagttttg 


tcataataaa 


attatgetga 


30600 


:.f c 


ttgtttgcac 


tctgtcttga 


tttttcagaa 


aagatttttt 


ttgagagtaa 


gaaatgetag 


30660 


rii ; 
1 


taggtcgtgg 


ggtgataaag 


gtaggcgaga 


agatttttct 


actggagtgt 


tcagaaggtt 


30720 


i 8 -." 
~V 


gggaggcaag 


actataagtt 


tctatgatat 


tttccccagg 


attccatttt 


ttaatatctt 


30780 


5 , 5 


ttttaatagg 


tccaaattaa 


ctgtgctaca 


gatgacacac 


aacaagcttc 


ttcaagaaca 


30840 


taataatgca 


ttgaaaacaa 


ttgaggaact 


aacaagaaaa 


gaggtattca 


ctgaaaaaaa 


30900 


i-i 7. 


ttacttccat 


agcctagtaa 


tgaacagaaa 


ctgttgaacg 


ttttgtatat 


aaaatagtta 


30960 




catgaatcct 


tcactaaatc 


tggtttcaaa 


ggttgttttc 


caatgtatca 


ttatttcttg 


31020 




catctagggt 


ttgtaacttc 


tgatgttcca 


catatgtgta 


atgtgcttta 


ttgcgtacaa 


31080 




agatgatgtg 


aatgtcctat 


ggtcagggat 


taagcacttc 


gtatttcttt 


tttttttttt 


31140 




ttgagacgga 


gtctcgctct 


gtcgcccagg 


ctggagtgca 


gtggcgcgat 


ctcggctcac 


31200 




tgcaagctcc 


gcctcctggg 


ttcacgccat 


tctcctgcct 


cagcctcccg 


agtagctggg 


31260 








CyCtcyycCd 




tec t cage ag 


agaeggggtt 






tcaccttgtt 


agccaggatg 


gtctcgatct 


cctgacctcg 


tgatccaccc 


gcctcggcct 


31380 




cccaaagtgc 


tgggattaca 


ggcgtgagcc 


accgcgcccg 


gccagcactt 


cgtatttcta 


31440 




aggataggtt 


tgtaggagag 


ctaagagcat 


gggcttctat 


gggtaggaag 


ggccatctgc 


31500 




tctggggaat 


tgtgcaagac 


cagcgtgcct 


gctgtcagtg 


aatttgggac 


cctggaatca 


31560 
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tcagcctgca gtttaaattc ataataatgg accaggtgtg gtagctcatg catgtaatcc 31620 

cagcactttg ggaggccaag gctggaggat catttgaacc caggagtctg agaccagcct 31680 

gggcaacagg gaggccctat ctctacaaaa aataaagagt taaccaagtg tgatgttcgt 3174 0 

gcctgcggtc ccagctcctt gggaggctga ggcaggagga tcacttgagc ctaggaggtc 31800 

aaggctgcag tgagctgtga tcacgccact gtactccagc ctgtgacaga gtgagaacct 31860 

gtctctaaaa aaagaaaaca ataaataaat tagtaataat gccagcatgg tgtgatagtt 3192 0 

tagagaccac agaagcttgt gaattagaag ggatctttga atttttagcc ttgtaaatat 31980 

actctttgtt tttcatttat tttcttttaa agaggaggtt ttgccatgtt gcccagaatg 32040 

gttttgaact cctgagctta ggcaatccac gtgcctcagc ctcccaaagt gctgggatta 32100 

caggtgtgag ccatcatgcc cagcagtagt gttcctctct tggacctaat aattttaaat 32160 

ttaaaacatg tttcttcttt tccactgact gcaggaagta acaagtggca aaataacagt 32220 

atcaacgagt cacagcctta ttaacattgg agtttgttat tgtatccctg atttcggtgt 32280 

tatcaccttt tttttaggaa ttcattattt gcaagccaca acttaaatac aactttctga 32340 

ataagttagc gttgctgatt aatagactgg ttagagctga tacatttttt agatctcgct 32400 

atgttgccca ggcttgtctc ccactcctgg gctcaaacga tcctcccacc tcagcctctc 32460 

aattctaggc atgagccacc acacccggcc agagctgata attaaaaaaa taaacctttt 3252 0 

tctaatattt tactaaaaca ggcagaatta tttcaaaacc atttctagaa taaatgtttc 32680 

tttttcagtc agaaaaagtg gacagggcag tgctgaagga actgagtgaa aaactggaac 32 64 0 

tggcagagaa ggctctggct tccaaacagc tgcaaatgga tgaaatgaag caaaccattg 32700 

ccaagcagga agaggacctg gaaaccatga ccatcctcag ggctcaggtg aggcaccttc 32760 

caaaacccca gctgagcgag gccagccctg actgtattct cgcattggaa agcaatggtg 32 820 

tttagaatgt ttgtaatttt ctattttata tattttttca cccgtgagtg tattaaaact 32 880 

ttaaaattga aacatttgga aagtgctcag tggatcttat ctgttctaca tttaataggt 32 94 0 

aattggattc tttccagttt gtggcattat gattaacgtt gctaagacat tcctgtgcat 33000 

gttgctctgt tcacatgtgg atattttata tttctgttgg gtacacacct aggagtggag 33060 

tcgctggatc ataggctctg catgttactc acttttaaca ggtaatgcca aacagttttc 3 312 0 

cagagtggtt ggaccagttt tcactcccat caacagagag tttccatggc tctacatctt 33180 

accaacactt ctattatcag tcattttcct ttaaccactc tggagggtat atagtggtat 33240 

ctcatttaat ttgcatttcc ctgatcacta atgggaaaga gtactttttc aagtgttttt 33300 
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ggcctttgag 


gtatcctctt 


ttgtgaagtg 


ccttatcaag 


cctgcctttt 


tttttttttt 


33360 




tttttttttt 


ttttttttgg 


tttggtttgc 


ctggcatttt 


ttttgagaca 


gagtcttgct 


33420 




ctgtcgccca 


ggctggagta 


cagtggtatg 


atctcggctc 


attgcaacct 


ctgcctcctg 


33480 




ggttcaggtg 


attctcctgc 


ctcagcctcc 


catgtagctg 


ggactacagg 


catgtgccaa 


33540 




catgcctggc 


taatttttgt 


atttttagta 


gagatggggt 


ttcatcatgt 


tggccaggct 


33600 




ggtctcaaac 


tcctgacctc 


aggtgatcca 


cccacttcca 


cctcccagag 


tgctgggatt 


33660 




acaggcatga 


gccactgcgc 


ctggcctggc 


tttttaaaaa 


aatgtaatga 


cttctatgta 


33720 




tactgcacat 


acaagtcttt 


gtcagttatt 


tttgcctttt 


cactctcata 


aaggtgtcat 


33780 




ttgaggaaca 


aaagttctta 


gttttaaggt 


agtccagtat 


atcagccttc 


tcatttatga 


33840 




ttagtacttt 


ttgtgtcctg 


tttaagaaac 


ttttactacc 


ccaaggccag 


gaagatattc 


33900 




cctctgttgt 


cttctaaaaa 


ttttgttgtc 


ttacctttta 


cattaagatg 


tacaaaccat 


33960 


oo 


ttgaaattgg 


cttttgtcta 


tagaaaatga 


ggtaagggta 


aatatttatt 


tttttcctat 


34020 




atgaatatcc 


agttaacttg 


gcaccattta 


agccatcttt 


tcttaagtgc 


tctgctgccc 


34080 


?» 2 

*y 


tcttcatcat 


aacttgtgtc 


catatatgca 


tgggtctgtt 


tctggatttt 


gttctatttt 


34140 




attggtctac 


tcatatatct 


ttgctctggt 


accatgctgt 


cttattataa 


agcatcaaac 


34200 




tttttttttt 


tttttgagac 


agagtctagc 


tctgtcacca 


ggctggagtg 


cagtggcacg 


34260 


Q 


atcttggctc 


actgcaacct 


ccacctcccg 


ggttcaagcc 


attctcctgc 


ctcagcctcc 


34320 


pi 

ru. 


caagtagctg 


ggactacagg 


cgcacaccac 


cacgctcagc 


taatttttgt 


atttttagta 


34380 


gagatggagt 


ttcaccacgt 


tagccatggt 


ggtctcgaac 


agttgacctc 


atgatctgcc 


34440 




cagctgggat 


tacgggcgtg 


agccaccgtg 


cctggccagc 


atccatttga 


atggttggat 


34500 




catgagttat 


gtccatttct 


cagttaaata 


aatattacca 


agctgtcttc 


taaaactgcc 


34560 




taaccaaaat 


tatactctca 


ccaaaagata 


agcactccta 


tgtcctcaca 


ttcttgcatt 


34620 




attttaaaaa 


ccttggccaa 


tctgatgaac 


atattatttt 


taatataata 


atgtcagcag 


34680 




tttgttattc 


cctacataca 


gactcattat 


caccagctgc 


ccagagtggc 


tgacccctgt 


34740 




gaaatgcagc 


cagttgactg 


gtacttatag 


ctttagtttt 


atttctacag 


gaatagagcc 


34800 




tcaacctgca 


ttctcagctc 


ttcagagcat 


ttccttgctt 


gggtaactca 


tgtcattggg 


34860 




ttcttccact 


ctgctgcagt 


catgtatttt 


tgctcattct 


agacatagac 


atttgttttc 


34920 




tcttgatgga 


tactcttgct 


cattcattca 


ataacttctt 


ttttgagcac 


ttataatatg 


34980 
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tcagagacgg ccgggcatgg tggctcacac ctgtaatccc agcactttgg gaggccgagg 35040 

caggcagatt acaaggtcag gagttcgaga ccaacctggc caatatggtg aaaccccgtc 3 5100 

tctactaaaa atacaaaaat tagccgagcg tgttggcggg cacctgtagt cccagctact 35160 

cgggaggctg aggcaggaga attgcttgaa cctgggaggc agaggttgca gtgagccgag 35220 

atcatgccac tgcactccag cctgggcgac agagcgagac tctatctcaa aaaaaaaaaa 35280 

aaaaaaaaaa aaaaaaatca gacactgttc ttactgcctg ggatatagga atagacaaaa 35340 

caaagactct gttcttactg gctcaaagct agtaagtgat agaagtgaga ctaaatcgaa 35400 

tttaagtcat actccaaaac acccatgatc cactgccaac actgtgagat gctgaaccac 35460 

tcacattgat aggatatccc ttaaaatgat ctctttatta catactttta agtaactata 35520 

gttttgatag aatatttaga tttttaattt tacttttaaa ataatggata ataatttata 35580 

tctcagaacc agcaaatttg aaaagaaaaa actaatttta aacatagaaa gtgaaaaatt 35640 

agtattaaat tccaatacca atggaacagt tcactcaatt agctgacagc attaaatatt 35700 

aaaacactat taagtgtttt gttatttata attttttaaa aattacttaa tttttaaaat 35760 

gttgtgttgt tttgtttttt gaggcagggt cacactcctg tcacccaggc tggagtgcag 35820 

tcgcatgatc gtggttcact gcaacctcta tttcctgggc tcaggtgatc ctcgtgcctc 35880 

agcctcccaa gtagctggaa ctacaagtgc atgccatcat gcccagctga ttttttgtat 35940 

ttttagtagc gatgaggttt tgccatgttg cccaggctgt cagcaggagg cctcagttcc 36000 

tcaccatgtg gtctcctcca gagggatgct tgggtgccct catgtcatgg cagctggctt 36060 

cccccaaagc aagtgatcca acagagagca aggagtgaca gcgtcttttg tgacctagtc 36120 

tcagaagccg tacaccatca cttctgcggc atcctggagg ttacacaggt tgggtttatt 36180 

cattgtggga gggaaacata caaggtgatg aataccaaga ggcaaggatc actggagcca 3 6240 

tcttaggagg ctggtgacca cacatgggac atggattgaa tatggaaaag ttcatgggaa 3 6300 

atggtcttct gtctggttca aatgctgatt tggccactta acaaattttc ccaagattaa 36360 

gagccgttaa gtttgtaaaa tgaggatagc cattctttat tctcaggata tttcataagg 36420 

taaaataaga tagtaaatgt aaagcaccca acataggacc tcacacatgt ttggaattta 36480 

acaaatagca tctatttgtg atgattattc ttttaaattt agcttaagac cagccttcat 36540 

aaatacacct ggcagaatca atttactata ttaagtaatc atttactata ttaagttgat 36600 

cctgaattgt ttattatcta aaagtccaga taattttgct gaattaatgg tacctacagt 36660 

atttaaacta cctatatcag tgcagttgca ggatttgtgt tgtttaaagc acacacacaa 36720 
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acacagcttg tatctgctat cggaatgtac 
tagcaggatt gtgcatctgt gattcacaag 
atcgcataaa cactgtaaga atctgcattc 
cctctaacag atggaagttt actgttctga 
aattcatgag gaaaaggagc aactggcatt 
tgctttcgaa gacggaggca ggtaaggaaa 
catggccgta gaagaggtgc ctgtccaaag 
gtgttcgcgc cactgcactc ctgcctaggt 
ataataataa taataattgc ttcacttaca 
ttgtcttaca ggaaagcttg acagagactt 
[A gataagcaag gattttgatt tgattttaaa 
q gcagggtctc actcctgtca cccaggctgg 
fj gcctcaactt cctgagctca ggtgatcctc 
FM caagtgcatg ccaccatgca cttgtaacaa 
|4 ccatcgtcac ggatgaaata ttcgtagcac 
O ctaacaaaaa ttacttctga cttttagaaa 

y 

q aaattcagag aataaaataa cagactctac 
J tttatttgct tcaagtattt tttttttatt 
pj aagtctcctt tgttccccat ccatcattat 
gaatttggtg ggtagcttcc ccatctattt 
ctatatcata tctcaaaacc agataatatt 
cactgtaggt attgttctgc agcttacttt 
tatgtgcgga tgtaatttat tatacttcat 
tctttctaat ctgtttccta ctgatgacag 
aattatttac tttcactagt ctcctagtgc 
tttttatgaa ccttggcagt gtagtttgag 
gctcagtgtt gtcatgtttc ggggttgtag 
ggcaggcagt ccttgatgga gatgcagagt 



ctggaaagtc 


atggtcatta 


tactgttttc 


36780 


ggctattgaa ggatacagca 


ctacctcctc 


36840 


atctaggtac 


taacttctgt 


atcttttttt 


36900 


ttttcatgct 


gaaagagcag 


cgagagagaa 


36960 


gcagctggca gttctgctga 


aagagaatga 


37020 


agagagagga ggacccagag ctcacatcag 


37080 


acgttcctga 


tttgaactat 


aagaatagct 


37140 


gacagagcga gtcccctgtc 


tgaaaaataa 


37200 


cttcatgtga 


tcatgttccc 


aacacttagt 


37260 


gtgggagctt 


gatcaagctc 


cttgctttta 


37320 


atgttgtgtt 


gttttgtttt 


gttttttgag 


37380 


agtgcagtgg 


catgatcatg 


gttcactgca 


37440 


gtgcctcagc 


ctcccgagta 


gctggaacta 


37500 


taatgttacg 


tgtcccaatg 


acctatcttg 


37560 


tttaaattcc 


tgaatattct 


ttaaaaaata 


37620 


tttattttga 


gaaagtttta 


aaacacagca 


37680 


tatgtactcc 


ttcctgcatt 


gacaactgct 


37740 


aaaggaaaaa 


gggagttgta 


gttagaatca 


37800 


attcctttct 


tctttacctt 


gtgctgttag 


37860 


tatactttta 


catatcacat 


acacacttac 


37920 


gatttctctg tgtttaagtt 


acaaaatgat 


37980 


acataatatt 


atgattttga 


gctctcttga 


38040 


tgctgtattt 


tgatttataa 


atatgccact 


38100 


tttggttatt 


tcctgatttt 


ttttaactgt 


38160 


caatagtatt 


taaaactaaa 


attagtctgg 


38220 


tcttttttcc 


cctacttctg 


tggactgtct 


38280 


aacatcacac 


agcgtgttgc 


ttttcgtcct 


38340 


cgtcatgggg 


cgagaacaag 


tgactctgac 


38400 
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cagcaggctt accttgttca aagaggtgag tcccgtgtga tcctggattt tcaggaaata 3 8460 

gctatcctat gaaaaagatg cttgaagaaa aattccactt cattctctac aatggattcc 38520 

aaatcaaggc accaaaaata tagcacccgt cagtctcatt accacagcac tcccatctcc 38580 

atccattacc caccgaatcc agaccagacc cttcaccctg ccagaaggtg cctggcacgg 38640 

ccacactttt tctttttttt cttttttttt gagacagaat ttcgctgtgt cgtccaggct 38700 

ggagtgcagt ggcgagatct cggctcactg caacctccac ttcctgtgtt caaacggttc 38760 

tccttccaca gcctcccgag tggctggaat tacaggcgtg caccgccaca cccagctaat 38820 

ttttgtattt ttaatagaga tggggtttca ccgtgttggc caggctggtc tcgaactcct 38880 

gacctcaact aacctgcctg tctcggtctc ccaaagtacc gggattacag gcgcaagcca 38940 

ctgtacccgg cctacagcca cacttttaaa ccgtgtctcc ctctgttctc ttacagacat 39000 

tagccagact gaatcatccc cttgaacttg tcctaagctt gtatttgctt gtattatgcc 39060 

q cttcacagag acgccctttt cttatgcata ttcctgtctt cctccagtct ctttccagtg 39120 

% acctcttacc ccatctttaa aatctatttc aaactccatc tccatgaact gtttccattt 39180 

■Hj tgaacttcca aagtacttta ttcctctatg ttggtacctg tctgctattt tataggtgtt 39240 

M. tgtgtgttct aggtagatac ttaagtactt tatttttatt tctattttta ttttgagaca 39300 

|sdst 

B gggtcccact ctcttgccca ggctggagtg cagtggcatg. atcgtggatc actgcaacct 39360 

y ccgcctcccg ggttcaagcg attctcctgg ctcagcctcc caagtagcta ggactacagg 39420 

W tgcacgccac cacgcctggc taatttattt tagtagagac agggtttcac catgttggcc 39480 

M aggctggtct caaattcctg accccaggag atctgcccac gtcggcctcc caaagtgctg 39540 

ggattacagg cgtgagccac cacgcccggc taatttgtat tttcagtaga gacagcgttt 39600 

caccatgttg gccaggctgg tctcaaactc ctgacctcag gtgacccacc cacccaggag 39660 

aggtctccta gaacagaatg taccttctca gaagcagagg caatggtctc atttattcag 3972 0 

cagatacttt tgagtcctcc aggatgtgca agaggtactg cttatgctgg gagtcagaga 3 978 0 

gcaaaggcag ccccggatgc tgacccctct tctctggcaa tggggtgatt agaaagctcc 3 984 0 

ctgctttgga aaccatgctt tatgatcaat acatacctct tcagaaatgc ttcttaaggc 39900 

tgctgaacac aatctcaaat attcatacat gttactacat ccaagtaatg tacttagaag 39960 

caaataaagg ttgcctccaa aaacaaacat tttgagagcc aaaccaaagt ctaggctgag 4 0 020 

tccaaaaaac caagacggtt tgcattggtc cagaaaggtc agaacagaga gatgcccggg 40080 

agccagaaat aatttcttgc atccatcaca gtttgtatgg atccaggacc tagctagggt 40140 
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cagggcttat 


ttcgaacatg 


ctctgattga 


ggcttgaacc 


tcagtactac 


tccaaaactg 


40200 




ggggaaatga 


tagggtgcat 


tcttccatca 


ttcctccttg 


ttaactttat 


gtagataact 


40260 




cctgttcatt 


ctcaaggccc 


ctctcaagtt 


aattggtcgc 


atctaggagg 


cctttctgca 


40320 




ccaagatcta 


aactaggggc 


ccttcccttt 


ctcccatgga 


cacccttgca 


cctaacactc 


40380 




acctggccta 


acactcgtgc 


ctaacacttt 


tgccacgcca 


ctgctgccac 


atctctcacc 


40440 




tggcttctcc 


accacgtctg 


tctcccggca 


cacagcagtg 


tctttataca 


tcccagagga 


40500 




ttcaaaagtg 


tctgctgaac 


aaatgagatg 


attgcctctg 


cttctgggaa 


ggtacactct 


40560 




gttctaggag 


acctctcctg 


ggctctgtgg 


atttctttct 


ccacattccc 


ttcctctttt 


40620 




gcttatatcc 


tcattcatcc 


cttttcttct 


cgcagatatc 


ctagtattta 


ctagaacatg 


40680 




cattgtcctg 


tacctagaac 


tgaaaccatg 


tattttcgca 


taccttgaaa 


ct gggataca 


40740 


Q 


gtttaaatcc 


taaaagaatg 


caccaatgca 


cctgtaatcc 


cagtacatgg 


gaggctgaga 


40800 


tggaaggatc 


agttgagacc 


aggagttcag 


aaccagcctg 


ggcaacatag 


tgagatccca 


40860 




tccctacaaa 


aattttaaaa 


actagccagg 


tgtggtggca 


cgtgcctgta 


gtcgcagcta 


40920 


Ti i 
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ttcaggaggc 


cgaggcagga 


gggtcactgg 


atcccaggag 


ttagaggctg 


cagtgagcta 


40980 




tgattgtgcc 


actgcactct 


agcctgggag 


aaagagcgag 


actccatctg 


tcaagaaaaa 


41040 


fti 


aaagtaaaga 


aaagaaaaaa 


atcctaaaac 


aggccaggcg 


cagtggctca 


tgccagtaat 


41100 


"ST- 

0 


cctagcactt 


tgggaggcca 


aggtgggcag 


atcatgaggt 


caggagttcg 


agaccagtct 


41160 


'ass? 


ggccaacatg 


gcaaaaccac 


atctctacta 


aaaatacaaa 


aattagctgg 


gcgtggtggc 


41220 


P5 5 

!.W 


gcgcacctgt 


gatcccagct 


actcaggagg 


ccaaagcagg 


aggatcactt 


gaacctggga 


41280 




ggcggaggtt 


gcagtgagcc 


aagatcgtgc 


cactgccctc 


cagcctgggt 


gacagcgaga 


41340 




ctccgtctca 


aaaaaaaaaa 


aaaaaaaaaa 


aaatcctaaa 


ataataggga 


agcaggtatc 


41400 




acttggagag 


atttttctct 


atgtgcatcg 


tgatgacttc 


agttaaagac 


caaacacctg 


41460 




tgctcatgtc 


ccactacgtg 


ttgaatacga 


agttgaactg 


atgttaaaac 


tcgccatctg 


41520 




ttcttcaagt 


gaaacaaaca 


caactgcctg 


caaaatggaa 


ctaatggaat 


tatcatactt 


41580 




attcccagga 


gctgaggaca 


gggactggcg 


gcaacagcgg 


aatattccga 


ttcattcctg 


41640 




ccccaagtgt 


ggagaggttc 


tgcctgacat 


agacacgtta 


cagattcacg 


tgatggattg 


41700 




catcatttaa 


gtgttgatgt 


atcacctccc 


caaaactgtt 


ggtaaatgtc 


agattttttc 


41760 




ctccaagagt 


tgtgcttttg 


tgttatttgt 


tttcactcaa 


atattttgcc 


tcattattct 


41820 
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tgttttaaaa 


gaaagaaaac 


aggccgggca 


cagtggctca 


tgcctgtaat 


cccagcactt 


41880 


tgggaggtcg 


aggtgggtgg 


atcacttggg 


gtcagggttt 


gagaccagcc 


tggccaacat 


41940 


ggcggaaccc 


tgtctctacc 


aaaattacaa 


aaattagccg 


agcatggtgg 


cgcatgcctg 


42000 


tagtcgcagc 


tactcgcgag 


gttgaggcag 


gagaattgct 


tgaacccagg 


aagtggcagt 


42060 


tgcagtgagc 


cgagacgaca 


ccactgcact 


ccagcctggg 


tgacagaggg 


agactctgtc 


42120 


tcgaaagaaa 


gaaagaaaaa 


aaggaaggaa 


ggagaaggaa 


ggaaggagaa 


gaaaaggtac 


42180 


ctgttctacg 


tagaacacct 


ttggtggagt 


tccatcaact 


cgcaaagtag 


aatccttacc 


42240 


tactactctt 


ctgataataa 


ttttaatatt 


ttttatgttt 


ggttgatgcg 


agcagctgca 


42300 


ctgctcatgc 


agttagctag 


catgtgacat 


catgtgacaa 


agttcatgta 


attagatgga 


42360 


agaaacctca 


ctgattaatt 


ttaagaacct 


tttagggatg 


caggaacaat 


gaagtggcca 


42420 


cagtatgtgc 


tgtttttgaa 


gcatttttaa 


aaacgaattg 


tagttgtttt 


tcttcattta 


42480 


aaatggatct 


gttggaggtt 


atgtgtgtat 


gttgtagttt 


tattgcagcc 


acaataattt 


42540 


taccaaagtt 


ttcacatagg 


cagttagcct 


ttacttaata 


tcaagacaag 


tgaaaaaata 


42600 


ttggcatcga 


tgaaaccgat 


aacattggcc 


^tcattggatt 


tctttaccca 


ttcacagtgt 


42660 


aaagaagtta 


ccttcatgct 


ttcattgtac 


ctgcaggcct 


gtgggcttgt 


acagtagata 


42720 


attaatttct 


aaaaagaaca 


gctgcctatt 


ttcttcctag 


gttaggttat 


atcttcataa 


42780 


tcacaagaat 


tagtgatggc 


aaaataaaat 


tttgcttatg 


aatcttttac 


attgtttata 


42840 


tatgattaat 


atcatcatat 


atattttctg 


tattaagctc 


atttggcttc 


atttaagctg 


42900 


tatacttagt 


catatatctt 


tcattagttc 


tatggatatg 


agcagatccc 


tttactggag 


42960 


cccagtatgt 


gctgtgtgag 


ttagaagtca 


ttcttgctga 


gaaggtgaat 


aggtagggat 


43020 


ttgccttgtt 


ttgtaagtct 


acaatttgcc 


aagagtaaat 


aacactggac 


cagctgtaaa 


43080 


agtaaacagt 


gtgtttatgc 


attgagatac 


taaagcattt 


aagaaaaaat 


taaaagatct 


43140 


cttttgttta 


aatttgtctt 


aagaatctct 


cctagacaaa 


cttgactata 


cacacacaca 


43200 


cttcaataag 


aatcaaaata 


gttcattata 


tcttcatgcc 


aagagaacac 


atgatacaaa 


43260 


ttcaacagta 


atttcaatta 


aacgagtccc 


ctaccacacc 


tcagggagaa 


tatttgttaa 


43320 


aaara t~ 1* t~ 
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aCLULLCCLL 


gt uatggtitx 


ctaatgtaaa 


43380 


ttttttccct 


tatcatctta 


tactggagga 


aatatatttc 


tatagtctcc 


taaacagaga 


43440 


aggaaaccaa 


atggtttcac 


atttaaagtt 


attggacata 


atccttttac 


tttgttcaag 


43500 


taaaaatatt 


cagcaaagcc 


agactgaaat 


aataacatga 


atgggcttat 


taagcttgtg 


43560 
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accaaatcgt ttgtttaata gttggaagaa ttacaaatga aggccatttc acgtagtcag 43620 
tttaaattaa ggctgttgtt tccagcttgg taaatagctt ataaactctg tgcacatctt 43680 

acctcattta tttattctaa tatcccttca aaggctctgt tccatgtgac cagttaacta 43740 

tacctcctag gaattttgtg tctgtaaaaa tacatagttg aagattgcac tcttaacagg 43800 

tttacgacta tcctggatag tattgttaac tgtgtgcaca ttgttgtaga gcagatctct 43860 

agaacttttt catcctgcgt gaatgaaact ctacacccat tcaactgcag cccccattct 43920 

cccctcccca gtccccggca accaccactc tcctttctgc ttctgagttt cacatacctc 43980 

ctataagtgg gattacatag tatttttcct tctgtaactg gcttatttca tttaacatac 44040 

ctccctcatt caaaccataa cttcctggat gaaggtttca ggcaaaagca cctgggaaac 44100 

caggcctttg ctactcattt accccccatt ccccacccca ccccccgccc cagtcccgtg 44160 

|4 cctcca cctg ctgagcaccg ttccatttgc cgatgctctc atgttaccct gggagacata 4422 0 

g aggtagaaga gccatgggga ctctgctcga gggtggtata aggcatttga aactaagcct 442 8 0 

W cttcattaac ccaatccata tcacagagag gcagcatggg tgcccctagc ccaatggccg 44340 

|U ggctatttgc tactgcaata ataggtttct tataaaccgt cagcctcctg agtagctggc 44400 

fid 

£fc accacaggga caccacaggc tattttttaa aaaaatttat gtagaaatgg attctcactg 444 60 

# 

O tgtttctcag gctagtctca aatttctagg ctcaagcagt cctcccgcct cagcctccca 44520 

hi 

g aagtgctagg attattggtg tgagaggaat ccctttcaac ccttgaaaat aaatcaagcg 44580 

m gtgatgaact ccctgagctt atatttgcct aggaaggtct ttatttctct ttcatttttg 44640 

aaggacagtt tggctggaca tagtatgtct tatttggcag tttgtcccct tctgcactgt 44700 

gaatatatta tgtcagtccc ttctggccat ctggcaaggt ttctgctatg aaatccactg 44760 

ttttatgaag gatctcttgt tcatgacaag ttgctttttg attttaaaat gactcaatgt 44 82 0 

ggatgtcttt gggttcattc tagttggagt cctttggaat tctcgaatct ggatgtctat 44 88 0 

tttctacccc agatttggga aattttgagc cattattttt tttaaagaag ctttctgtcc 44940 

ctttttgtat ttcttcttaa attcccatag tgtttatatt ggtccactta atggtgtccc 45000 

agaagttcct tagactttca tcattttaaa attattttcc ctttttgatc cactgactgg 45060 

ataatttcaa ataacctctg agttcattct ttcttctgct ttatcaaatc tgctgttgaa 45120 

cccctctaat aaatttttca atttatttta ttcttcactg ccaacatttc tgtttggttc 45180 

ttttttatac tctctctgtt gatattctca ttttgttcat acatcgtttt cctgagctca 45240 
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ctgaaca-tct 


tttgaatttt 


ttttcaggta 


agtcatatac 


ctctagttct 


tqqqqtcaqt 
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45300 


ctctagagat 


ttcatttgcc 


tctttgggcc 


atattttcat 


atgtttcttc 


atgtgtcttg 


45360 


tgattttgtg 


tcgggatcca 


tgtatttgaa 


aaacaactct 


gtcttccagt 


ctt taaggac 


45420 


tggcttcata 


cagggaaaga 


tcttttccaa 


tcatcttggc 


tagagattct 


aaaatctccr 
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agacctcttc 


catagataca 
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45540 


ctagtctcgt 
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ctgcagcctc 
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P a CICf t" t* P t" P P 


LctL-ct LyyL Ly 




gtttcatgcc 


ca tctqqaat 

— ^ ^ ZD ZD ZD 


oo a qcj acr c c t 


attaapt~a 


ttcttaarfh 


L. LL-CtL-CtCtCtyy 


tODZU 


gaattcatcc 


atgtattgtt 


gaaccagtgc 


cttccraara 


y yy a ^y y ^yy 


y 1 - 1 - t-y yyy c l 




tcctgttctg 


ccatctccct 


tttgtaaatg 


ct gecatge t 


at atartftf 

y t^. Ct L CL L L L 


LLLLLLLLCtCt 


'iD / *± U 


aggataaaca 


tttctgttta 


aaggataaac 


attcaaegtt 


aactggaaat 


gaaaaggaga 


46800 


cgatttttag 


tctgatactt 


ataatgeaat 


attatttgea 


attctgtata 


aatagatttc 


46860 


agaaacttcg 


atttcaaatc 


ccaattaaat 


taaagagagg 


aaaattactg 


agaggaactg 


46920 


cagttccaaa 


tttttccttt 


cagggcagtc 


a 






46951 
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<210> 3 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCTB/TST1 . 01 motif 
<400> 3 

cagcaattcc acttc 15 



<210> 4 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative AP1F/TCF11MAFG . 01 motif 
<400> 4 

f~ atgatatgac ccagcaattc ca 22 

<210> 5 
<211> 11 
<212> DNA 
<213> Homo sapiens 



m 



O <220> 

. y <223> Putative GATA/GATA.01 motif 

S <400> 5 

"il tgatatgacc c il 



m 



<210> 6 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVIl/EVI 1.0 5 motif 
<400> 6 

agttatgata t X! 



<210> 7 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative FKHD/FREAC2 . 01 motif 
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<400> 7 

gaaagttaaa cagaga 15 



<210> 8 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IRFF/IRF1.01 motif 
<400> 8 

ggaaagttaa aca 13 



<210> 9 

<211> 11 

<212> DNA 

<213> Homo sapiens 

n <220> 

g <223> Putative MYT1/MYT1.02 motif 

*f <400> 9 

!?! ggaaagttaa a H 

ft H 
s wr 

: rn 

J** <210> 10 

S <211> 18 

Q <212> DNA 

jjj <213> Homo sapiens 



•S <220> 

JJ: <223> Putative XBBF/M1F1.01 motif 
lU <400> 10 

gagttccttg gaaagtta 18 



<210> 11 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT/NFAT . 0 1 motif 
<400> 11 

ccttggaaag tt 12 



<210> 12 

<211> 13 

<212> DNA 

<213> Homo sapiens 



37 



<220> 

<223> Putative IKRS/IK3.01 motif 
<400> 12 

tcctcggaat att 13 

<210> 13 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative 0CTP/0CT1P . 01 motif 
<400> 13 

ccaaatattc cgagg 15 

<210> 14 
|^ <211> 12 
« <212> DNA 
.^4 <213> Homo sapiens 

fj <220> 

H ■ <223> Putative PCAT/CAAT. 01 motif 

p <400> 14 

. |b* tggaaccagt ga 12 

J7j <210> 15 
S[ <211> 9 
5? <212> DNA 

Mj <213> Homo sapiens 

LJj 

fU <220> 

<223> Putative AP1F/AP1.01 motif 

<400> 15 

ttgattcag q 



<210> 16 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative BARB /BARB IE . 01 motif 
<400> 16 

aactaaagct gagac 15 
<210> 17 
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<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PERO/PPARA. 01 motif 
<400> 17 

taaagctgag acaaagtcca 



<210> 18 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP1F/NFE2.01 motif 
<400> 18 

ttgtctcagc t ^1 



<210> 19 
<211> 14 
<212> DNA 
<213> Homo sapiens 



W <220> 



<223> Putative HNF4/HNF4.01 motif 
<400> 19 

gagacaaagt ccag 14 



<210> 20 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SMAD/SMAD3 . 01 motif 

<400> 20 
gtctggac 



<210> 21 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<22 3> Putative RORA/RORA1 . 01 motif 

<400> 21 
agaccaaggt caa 
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<210> 22 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SF1F/SF1.01 motif 

<400> 22 
ccaaggtca 



<210> 23 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP4R/TAL1ALPHAE47 . 01 motif 
<400> 23 

tagggcagat gattca 



<210> 24 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative AP1F/AP1.01 motif 
<400> 24 

atgaatcata tgaatcat 



<210> 25 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PIT1/PIT1.01 motif 

<400> 25 
attcatgcag 



<210> 26 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative MINI/MUSCLE_INI . 03 motif 
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<400> 26 

tgcagcgacc acaccagtgg c 



21 



ffj 



<210> 27 
<211> 6 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative HAML/AML1.01 motif 

<400> 27 
tgtggt 



<210> 28 

<211> 16 

<212> DNA 

<213> Homo sapiens 



fl <220> 



<223> Putative OAZF/ROAZ.01 motif 
<400> 28 

ctgcagcaaa gggtgt 16 



<210> 29 

<211> 8 

<212> DNA 

<213> Homo sapiens 



ffi <220> 

q <223> Putative MZF1/MZF1 . 01 motif 

IM <400> 29 
gttgggga 



<210> 30 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ETS1.01 motif 
<400> 30 

ccaggaactg gtttc 15 



<210> 31 
<211> 10 
<212> DNA 
<213> Homo 



sapiens 



41 



<220> 

<223> Putative RPOA/DTYPEPA. 01 motif 

<400> 31 
tccatgaaac 



<210> 32 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative STAT/ STAT* 01 motif 

<400> 32 
ttcatggaa 



<210> 33 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYT1/MYT1 . 01 motif 

<400> 33 
aaaaattgtc tt 



<210> 34 
<211> 12 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<223> Putative NFAT/NFAT.01 motif 



<400> 34 
ccatggaaaa at 



<210> 35 
<211> 15 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<223> Putative SRFF/SRF.03 motif 



<400> 35 

accatccatg gaaaa 



<210> 36 



<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CLOX/CDPCR3HD . 01 motif 

<400> 36 
catggatggt 

<210> 37 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MINI/MUSCLE_INI . 03 motif 
<400> 37 

ccaccccccc acccaccacc a 



<210> 38 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RREB / RREB 1.01 motif 

<400> 38 
ccccacccac cacc 



<210> 39 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 

<400> 39 
ggtgggtggg ggg 

<210> 40 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 

<400> 40 
gggtgggggg gtg 



<210> 41 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RREB/RREB1 . 01 motif 

<400> 41 
tcccaaaacc accc 



<210> 42 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SEF1/SEF1.01 motif 
<400> 42 

tgcctgatga tctgaggtg 19 



Jj. <210> 43 

^ <211> 21 

■W <212> DNA 

H 1 <213> Homo sapiens 

0 <220> 

yj <223> Putative PAX6/PAX6.01 motif 



gn <400> 43 

^ gatcatcagg cattagagtc t 21 

m 

<210> 44 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PDX1/PDX1.01 motif 
<400> 44 

atgagactct aatgcctga 19 



<210> 45 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AHRR/AHRARNT . 01 motif 



44 



<400> 45 

tctaggttgc gtgctt 



16 



<210> 46 
<211> 14 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<223> Putative FKHD/XFD3 . 01 motif 
<400> 46 

attgtcaaca gaac 14 



<210> 47 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SORY/SOX9.01 motif 
<400> 47 

tgttgacaat aggg 14 



P* <210> 48 

% <211> 15 

Q <212> DNA 

yj <213> Homo sapiens 

m <220> 

<223> Putative CREB/TAXCREB . 01 motif 
I'M <400> 48 

ta 99gttcac gctcc 15 



<210> 49 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative PAX6/PAX6.01 motif 
<400> 49 

agggttcacg ctcctatgaa a 21 



<210> 50 

<211> 13 

<212> DNA 

<213> Homo 



sapiens 



45 



<220> 

<223> Putative E2FF/E2F.03 motif 
<400> 50 

gagcgtgaac cct 13 

<210> 51 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AHRR/AHRARNT . 01 motif 
<400> 51 

tcataggagc gtgaac 16 



<210> 52 

y& <2ii> 14 

p <212> DNA 

fj <213> Homo sapiens 



ru 



<220> 

<223> Putative OCT1/OCT1.05 motif 
<400> 52 

ctgcattaga tttt 14 



m < 2io > 53 

g <2ii> 18 

|*P <212> DNA 

<213> Homo sapiens 

'*V <220> 

<223> Putative AP4R/AP4.03 motif 

<400> 53 

taatgcagct gctgatct 18 



<210> 54 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYOD/MYF5.01 motif 

<400> 54 
atgcagctgc tg 



<210> 55 



46 



<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/GC.01 motif 

<400> 55 
aagaggcgga gctt 

<210> 56 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 
<400> 56 

gggtgggtga gca 

<210> 57 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VMYB/VMYB.02 motif 

<400> 57 
agcaacggg 

<210> 58 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PERO/PPARA. 01 motif 
<400> 58 

tcctgagagg ccacaggcca 

<210> 59 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF4/HNF4.01 motif 

<400> 59 
aggccacagg ccag 



<210> 60 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative B2TF/E2.01 motif 
<400> 60 

aaaccccggg tggtga 16 



<210> 61 

<211> 14 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative RREB/RREB1 . 01 motif 

<400> 61 
ccccaaaccc cggg 



<210> 62 

<211> 14 

<212> DNA 

<213> Homo sapiens 



Pi < 2 2 o > 

j'. <22 3> Putative GKLF/GKLF. 01 motif 

HI 



<400> 62 

caataaagca gggg 14 

<210> 63 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CLOX/CDP.01 motif 
<400> 63 

ccaataaagc ag 12 



<210> 64 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/LPOLYA. 01 motif 



48 



<400> 64 
caataaag 



8 



<210> 65 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HOXF/HOX1-3 . 01 motif 
<400> 65 

tttattggac ataattatta ggtcgtgttc 30 



<210> 66 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ECAT/NFY. 02 motif 
<400> 66 

tgtccaataa a ^ 

<210> 67 

<211> 12 

<212> DNA 

<213> Homo sapiens 



ffi <220> 

p: <223> Putative PCAT/CAAT.01 motif 
FU <400> 67 

tatgtccaat aa 12 



<210> 68 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HMYO/S8.01 motif 
<400> 68 

tggacataat tattag 



<210> 69 

<211> 8 

<212> DNA 

<213> Homo sapiens 



49 



<220> 

<223> Putative NKHX/NKX25 . 02 motif 

<400> 69 
cataatta 



<210> 70 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative GREF/PRE . 01 motif 
<400> 70 

atattattag gtcgtgttct ttttgg 



<210> 71 
M* <211> 16 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2 . 01 motif 



W <400> 71 

fx* caccaaaaag aacacg 16 

W 

yj <210> 72 

g <2ii> 8 

m <212> DMA 

<213> Homo sapiens 



<220> 

<223> Putative EBOX/USF.02 motif 

<400> 72 
ccacatgc 



<210> 73 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CDXF/CDX2.01 motif 
<400> 73 

ggtgaatttt atggcatgt 19 



<210> 74 



50 



<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2 / AMEF2 . 0 1 motif 
<400> 74 

tgccataaaa ttcacccc 



<210> 75 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/DTYPEPA. 01 motif 
<400> 75 

gccataaaat 10 

<210> 76 
<211> 10 
<212> DNA 
<213> Homo sapiens 



few 

HI <220> 



j-t <223> Putative TBPF/TATA. 02 motif 
f*l <400> 76 

U gccataaaat 10 



<210> 77 
<211> 11 
fU <212> DNA 

<213> Homo sapiens 

<220> 

<22 3> Putative EB0X/SREBP1 . 02 motif 

<400> 77 
attcacccca t 



11 



<210> 78 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PIT1/PIT1 . 01 motif 

<400> 78 
aatcatacat 



51 



<210> 79 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP1F/AP1.01 motif 

<400> 79 
atgaatcat 



J3 



<210> 80 
<211> 16 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Putative HMYO/S8.01 motif 
<400> 80 

ggctttcaat tacact 16 

^ <210> 81 
<211> 15 
W <212> DNA 
f 5 ^ <213> Homo sapiens 

O <220> 

jyj <223> Putative OCTB/TST1.01 motif 
K <400> 81 

tttcaattac actta 15 

5 

<210> 82 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NKXH/NKX31 . 01 motif 
<400> 82 

ttttaagtgt aat 13 



<210> 83 
<211> 10 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative TBPF/ATATA. 01 motif 



52 



<400> 83 
ctttttaagt 



10 



<210> 84 
<211> 11 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative MYT1/MYT1 . 01 motif 

<400> 84 
aaaaagttgt a 



<210> 85 
<211> 19 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative CDXF/CDX2.01 motif 



J** <400> 85 



tgatggtttt acaactttt 19 



H <210> 86 

5 <211> 30 

■Q <212> DNA 

I -j <213> Homo sapiens 

% <220> 

^ <223> Putative H0XF/HOX1-3 . 01 motif 



<400> 86 

ttgtaaaacc atcattacaa ttcaaattta 30 



<210> 87 
<211> 19 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative PDX1/.PDX1 . 01 motif 
<400> 87 

gtaaaaccat cattacaat 19 



<210> 88 
<211> 10 
<212> DNA 
<213> Homo 



sapiens 



53 



<220> 

<223> Putative SORY/SOX5.01 motif 

<400> 88 
attacaattc 



<210> 89 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/APOLYA. 01 motif 
<400> 89 

actaaatttg aattg 

<210> 90 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYT1/MYT1.01 motif 

<400> 90 
taaatttgaa tt 



<210> 91 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCT1/OCT1.02 motif 

<400> 91 
gatggaaata 

<210> 92 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative RREB/RREB1 . 01 motif 

<400> 92 
ccccaaaaat cccc 



<210> 93 



<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MZF1/MZF1 . 01 motif 

<400> 93 
cgagggga 



<210> 94 

<211> 9 

<212> DNA 

<213> Homo sapiens 



<220> 

<22 3> Putative PCAT/ACAAT . 0 1 motif 



<400> 94 
cccccaatt 



<210> 95 
<211> 21 
<212> DNA 
<213> Homo sapiens 

W <220> 

N 5 <223> Putative S TAT / STAT3 . 0 1 motif 

9 

P <400> 95 

m cccaatttca ggcaactact g 21 

o 

SJ <210> 96 

J- <211> 24 

04 <212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative GFI1/GFI1.01 motif 
<400> 96 

aagacagaaa tcagaccagt agtt 



<210> 97 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative 1RFF/ISRE.01 motif 
<400> 97 

cagaaaagga aagta 



55 



<210> 98 
<211> 12 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<223> Putative NFAT/NFAT . 01 motif 

<400> 98 
aaaaggaaag ta 



<210> 99 
<211> 14 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<223> Putative SRFF/SRF.02 motif 
P <400> 99 

S gtccagaaaa ggaa 14 

<210> 100 
?4 <211> 10 
-00 <212> DNA 
jU <213> Homo sapiens 

f% <220> 

y <223> Putative RPOA/DTYPEPA. 01 motif 
^ <400> 100 

tacattaaat 10 



<210> 101 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative OCTP/OCT1P. 01 motif 



<400> 101 
ctccatatac attaa 



15 



<210> 102 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative XSEC/STAF.01 motif 



56 



<400> 102 

gctaccccag atgccaaaga ct 

<210> 103 

<211> 16 

<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative LYMF/TH1E47 . 01 motif 

<400> 103 
tttggcatct ggggta 

<210> 104 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative HOXF/HOX1-3 . 01 motif 
<400> 104 

agcaagtacg aatattagtc taccacctca 

<210> 105 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCTP/OCT1P . 01 motif 

<400> 105 
actaatattc gtact 



<210> 106 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SEF1/SEF1.01 motif 
<400> 106 

tttatgtgca tctgaggtg 

<210> 107 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative CDXF/CDX2.01 motif 
<400> 107 

taatattttt atgtgcatc 



<210> 108 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative OCTl/OCTl . 05 motif 

<400> 108 
aatattttta tgtg 



<210> 109 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCT1/OCT1.05 motif 

<400> 109 
aaatattaca tatc 



<210> 110 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/E4BP4 . 01 motif 

<400> 110 
agatatgtaa ta 



<210> 111 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative GATA/GATA.01 motif 

<400> 111 
agatatgtaa taat 



<210> 112 



<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VBPF/VBP.01 motif 

<400> 112 
attacatatc 



<210> 113 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.03 motif 

<400> 113 
agaaaagaaa agata 

<210> 114 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT/NFAT . 0 1 motif 

<400> 114 
ggaaggaaaa ga 

<210> 115 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ETS1.01 motif 

<400> 115 
gaaggaagta gagag 

<210> 116 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative YY1F/YY1.01 motif 
<400> 116 

gtggcaccat cttggctcag 



<210> 117 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYOF/NF1.01 motif 
<400> 117 

tcttggctca gcgcaacc 



<210> 118 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative XBBF/RFX1.01 motif 
Q <400> 118 

q ttggctcagc gcaacct 17 

K <210> 119 

<211> 11 
■88 <212> DNA 
H <213> Homo sapiens 

is 

hi <223> Putative AP1F/NFE2.01 motif 



"fn <400> 119 

jLj! ttggctcagc g 1X 



<210> 120 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative BRAC/BRACH. 01 motif 
<400> 120 

agcctctcaa gtagctgaga ttac 24 



<210> 121 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TTFF/TTF1 . 01 motif 
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<400> 121 
cctctcaagt agct 



14 



<210> 122 
<211> 28 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative AP1F/BEL1.01 motif 
<400> 122 

tggtgcgtgc ctgtaatctc agctactt 2 8 

<210> 123 
<211> 10 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA3 . 01 motif 
j*7 <400> 123 

!T! tgagattaca 10 

m 

\* <210> 124 

i <211> 16 

p <212> DNA 

yj <213> Homo sapiens 

<220> 

^ <223> Putative AHRR/ AHRARNT . 0 1 motif 



o 



n 



<400> 124 

gtagtggtgc gtgcct 16 

<210> 125 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/HMEF2 . 01 motif 

<400> 125 
atataaaaat tagcca 

<210> 126 

<211> 17 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative HNF1/HNF1.02 motif 
<400> 126 

ggctaatttt tatattt 



<210> 127 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/TATA. 01 motif 

<400> 127 
atataaaaat tagcc 



<210> 128 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative FKHD/XFD2 . 01 motif 

<400> 128 
aatataaaaa ttag 

<210> 129 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCTl/OCTl . 05 motif 

<400> 129 
ctaattttta tatt 



<210> 130 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/RSRFC4 . 02 motif 
<400> 130 

ctactaaaaa tataaaa 



<210> 131 



<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/ LM02 COM . 02 motif 
<400> 131 

gagataggg 9 



<210> 132 

<211> 9 

<212> DMA 

<213> Homo sapiens 

<220> 

<223> Putative AREB/AREB6 . 04 motif 

<400> 132 
gggtttcac 



m <210> 133 

^ <211> 10 

tff <212> DNA 

I s * <213> Homo sapiens 



00 <220> 

§*& <223> Putative CREB/HLF.01 motif 

3 

Q <400> 133 

Q gtttcaccat 10 

y 

WJ. <210> 134 

O <211> 16 

ill <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ARP1/ARP1.01 motif 
<400> 134 

tgaactcctg acctca 16 



<210> 135 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative T3RH/T3R.01 motif 
<400> 135 

gtttgaggtc aggagt 16 
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<210> 136 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RARF/RAR. 01 motif 

<400> 136 
aggtcaggag 



<210> 137 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative R0RA/R0RA1 . 01 motif 
<400> 137 

cgtttgaggt cag 13 



F* <210> 138 

■fU" <211> 8 

ffi <212> DNA 

<213> Homo sapiens 

Si 

m <220> 

M 

|«| <223> Putative CREB/CREBP1CJUN . 01 motif 

3 <400> 138 
tgacctca 

o 

rfj 

<210> 139 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative LYMF/LYFl . 01 motif 

<400> 139 
tttgggagg 



<210> 140 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HOBO/HOGNESS . 01 motif 
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<400> 140 

ggcggtggct cacgcctgta atcccagcac tt 



32 



<210> 141 
<211> 12 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative IKRS/IK2.01 motif 

<400> 141 
tgctgggatt ac 



<210> 142 
<211> 15 
<212> DNA 

<213> Homo sapiens 
pi <220> 

m <223> Putative CREB/TAXCREB . 01 motif 



m 

;; si? 



<400> 142 

ggtggctcac gcctg 15 



<210> 143 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 
<400> 143 

ccagggcggt ggc 13 

<210> 144 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative FKHD/FREAC2 . 01 motif 
<400> 144 

agaaagtaaa gaggcc 26 



<210> 145 
<211> 17 
<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative TBPF/MTATA. 01 motif 
<400> 145 

ttctttaaac ccagttc 



<210> 146 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2 . 05 motif 

<400> 146 
ggtttaaaga 



<210> 147 

ft <211> 18 

J <212> DNA 

<213> Homo sapiens 

© <220> 

\* <223> Putative XBBF/MIFI.01 motif 



0) <400> 147 



U 99ggtgtacg gaaaccta 18 



Pi 



<210> 148 

<211> 9 

<212> DNA 

<213> Homo sapiens 



W <220> 

<223> Putative AREB/AREB6 . 04 motif 

<400> 148 
aggtttccg 



<210> 149 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative E2FF/E2F.02 motif 

<400> 149 
gcccgaaa 

<210> 150 
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<211> 16 
<212> DNA 

<213> Homo sapiens 



iU 



<220> 

<223> Putative LYMF/TH1E47 . 01 motif 
<400> 150 

actggggtct ggagag 16 

<210> 151 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MZF1/MFZF1 . 01 motif 
<400> 151 

agagggga o 



<210> 152 

<211> 10 

<212> DNA 

<213> Homo sapiens 



m <220> 

l£ <223> Putative OCT1/OCT1.02 motif 



<400> 152 
?Z, catgcaaaac 



<210> 153 
<211> 24 
|| <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX9.01 motif 



10 



<400> 153 

ggtacccatt gaagtaaggg ccat 24 



<210> 154 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/DTYPEPA. 01 motif 

<400> 154 
cccattgaag 
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<210> 155 
<211> 10 
<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative VBPF/VBP.01 motif 

<400> 155 
cttacttcaa 



<210> 156 
<211> 8 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative CREB/CREBP1 . 01 motif 

<400> 156 
ttacttca 



<210> 157 
<211> 8 
<212> DNA 

<213> Homo sapiens 
<220> 

e <223> Putative RPOA/LPOLYA. 01 motif 



<400> 157 
aaataaat 



<210> 158 
<211> 17 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative XBBP/RFX1.01 motif 
<400> 158 

tttcagccca gcaacat 17 



<210> 159 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative HOXF/HOX1-3 . 01 motif 
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<400> 159 

cactgatacc ctcattatca aatggttctt 



30 



<210> 160 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<22 3> Putative GATA/GATA1 . 03 motif 

<400> 160 
atttgataat gag 



<210> 161 

<211> 13 

<212> DNA 

<213> Homo sapiens 

f«j <220> 

~S <223> Putative IKRS/IK3.01 motif 

® <400> 161 

tctagggaac agt 13 

so 

jU <210> 162 

g <211> 12 

p <212> DNA 

yj <213> Homo sapiens 



01 

flJ <400> 162 



<220> 

<223> Putative NFAT/NFAT.01 motif 



cattggaaac ag 22 



<210> 163 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AREB/AREB6 . 04 motif 

<400> 163 
ctgtttcca 



<210> 164 

<211> 11 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative ECAT/NFY. 02 motif 
<400> 164 

tttccaatga c 21 



<210> 165 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<22 3> Putative CEBP/CEBP . 02 motif 
<400> 165 

ggactttggg aacctccc !8 



<210> 166 

y, <2ii> 10 

n <212> DNA 

*** <213> Homo sapiens 

<220> 

r; <223> Putative NFKB/CREL . 01 motif 
5J <400> 166 

H 5 gggaggttcc 10 



r 



<210> 167 

<211> 12 

<212> DNA 

<213> Homo sapiens 



|y <220> 

<223> Putative IKRS/IK2.01 motif 

<400> 167 

ctttgggaac ct 12 



<210> 168 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative XSEC/STAF.01 motif 
<400> 168 

ggttcccaaa gtccagtagg tg 



<210> 169 
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<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SMAD/SMAD3 . 01 motif 

<400> 169 
gtctgggt 



<210> 170 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CP2F/CP2.01 motif 
<400> 170 

gcagcaccca g 1:L 

<210> 171 

<211> 21 

<212> DNA 

<213> Homo sapiens 



tO <220> 

._y, <223> Putative PAX6/PAX6.01 motif 
<400> 171 

■ aggactcaag cctcagtccc t 21 

%£■ 5 <210> 172 
O <211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative ARP1/ARP1.01 motif 
<400> 172 

tgagtccttg atgctc 16 

<210> 173 
<211> 9 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Putative RPAD/PADS.01 motif 
<400> 173 

ggtggtctt o 
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<210> 174 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ECAT/NFY.01 motif 

<400> 174 
tcctcccaat ctgggg 



<210> 175 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SRFF/SRF.02 motif 

<400> 175 
ccccagattg ggag 



<210> 176 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 

<400> 176 
tgggggcggg gga 

<210> 177 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/EGR1.01 motif 

<400> 177 
gggcggggga gt 

<210> 178 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP1F/AP1.03 motif 



<400> 178 
agtgactccc c 



11 



<210> 179 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CMYB/CMYB.01 motif 
<400> 179 

tttcacaaca gttggagg 



<210> 180 

<211> 9 

<212> DNA 

<213> Homo sapiens 

;Jl <220> 

J* <223> Putative VMYB/VMYB.02 motif 

•4J <400> 180 
W tccaactgt 

jU <210> 181 

1. <211> 14 

PI <212> DNA 

H <213> Homo sapiens 

W <220> 

<223> Putative CEBP/CEBPB . 01 motif 

P 

fU <400> 181 

ctgttgtgaa agcc 



<210> 182 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative M1NI/MUSCLE_INI . 02 motif 
<400> 182 

cctccacccc acccagctct g 21 



<210> 183 

<211> 11 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative EB0X/SREBP1 . 02 motif 



<400> 183 

ctccacccca c ^.i 



<210> 184 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative PAX5/PAX9.01 motif 
<400> 184 

aagagccaga gctgggtggg gtgg 



<210> 185 

ls <211> 14 

<212> DNA 

g <213> Homo sapiens 

|fi <220> 

(•* <223> Putative SP1F/GC.01 motif 

nj 

Hi <400> 185 

U gctgggtggg gtgg 

5 

K <210> 186 

<211> 10 
W <212> DNA 
lyj <213> Homo sapiens 

flj <220> 

<223> Putative NFKB/CREL.01 motif 



<400> 186 
tggctcttcc 



<210> 187 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative ETSF/GABP.01 motif 

<400> 187 
ggaggaagag cc 



<210> 188 
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<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SEFl/SEFl.Ol motif 
<400> 188 

ctccaggaca tctggggta 19 



<210> 189 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP4R/TALIALPHAE47 . 01 motif 
<400> 189 

taccccagat gtcctg 16 



y <210> 190 

O <211> 18 

€| <212> DNA 

jM* <213> Homo sapiens 



01 <210> 191 
Q <211> 11 
pj <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVIl/EVIl.02 motif 
<400> 191 

agacaagaag a 11 



<210> 192 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CMYB/CMYB.01 motif 




<220> 

<223> Putative REOA/ POLYA . 0 1 motif 



<400> 190 

caatacatcc atgatcta 



18 



<400> 192 

tctaagagct gttgccag 



18 
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<210> 193 
<211> 17 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative XBBF/RFX1.01 motif 
<400> 193 

tggactcctg gcaacag 



<210> 194 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative MYOF/NF1.01 motif 
q <400> 194 

p cgttggctgg actcctgg 18 

Jf; <210> 195 

K <211> 12 

00 <212> DNA 

<213> Homo sapiens 

Q <220> 

jjj <223> Putative EGRF/EGR3 . 01 motif 
<400> 195 

gagcgttggc tg 12 

<210> 196 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NOLF/OLF1.01 motif 
<400> 196 

aacgagtccc tttgggcttc ct 22 

<210> 197 
<211> 9 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative AREB/AREB6 . 04 motif 



o 

'T- 
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<400> 197 
ctgtttgga 



<210> 198 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GREF/ARE . 01 motif 
<400> 198 

gtttgatgtt ccttgtgttc cctttcc 

<210> 199 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IRFF/IRF2.01 motif 

<400> 199 
ggaaagggaa cac 

<210> 200 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative LDPS/LDSPOLYA. 01 motif 

<400> 200 
tccttgtgtt cccttt 



<210> 201 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative XBBP/RFX1.02 motif 
<400> 201 

agggaacaca aggaacat 

<210> 202 

<211> 10 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative RPOA/DTYPEPA. 01 motif 

<400> 202 
aacatcaaac 



<210> 203 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IKRS/IK1.01 motif 

<400> 203 
gtgtgggaag gtt 



<210> 204 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative XSEC/STAF.02 motif 
<400> 204 

ccttcccaca ctgctctaca t 

<210> 205 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/DTYPEPA. 01 motif 

<400> 205 
accacaaaac 



<210> 206 

<211> 6 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HAML/AML1.01 motif 

<400> 206 
tgtggt 



<210> 207 



<211> 6 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HAML/AML1 . 01 motif 

<400> 207 
tgtggt 



<210> 208 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ECAT/NFY . 03 motif 
<400> 208 

atcaacaaat cage 14 

fm 

|5 <210> 209 
O <211> 10 
C <212> DNA 

|^ <213> Homo sapiens 

ffj 

m <220> 

p> <223> Putative TBPF/ATATA . 0 1 motif 

I. 

g <400> 209 

W ttatttcagt 10 

o 

.01 <210> 210 
O <211> 13 
fy <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IRFF/IRF1.01 motif 
<400> 210 

aaaaactgaa ata 13 



<210> 211 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VMYB/VMYB.01 motif 

<400> 211 
aaaaactgaa 
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<210> 212 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX6/PAX6.01 motif 
<400> 212 

agttttttcg ctgcatttag a 



<210> 213 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative E2FF/E2F.02 motif 

<400> 213 
gcgaaaaa 

<210> 214 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX9.01 motif 
<400> 214 

tctacccatg gaagtgtcag gaa 

<210> 215 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MTF1/MTF-1 . 01 motif 

<400> 215 
tcctgcacac ttcca 



<210> 216 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ETS2 . 01 motif 



<400> 216 
tgcaggaaga tgga 



14 



<210> 217 
<211> 13 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative ZFIA/ZID.01 motif 

<400> 217 
tgactccatc ttc 



<210> 218 

<211> 11 

<212> DNA 

<213> Homo sapiens 

Z. <220> 

*f <223> Putative AP1F/AP1FJ. 01 motif 

D 



fl 



<400> 218 

ggtgactcca t 22 

<210> 219 
<211> 9 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative VMYB/VMYB . 02 motif 
<400> 219 

ccaaacggg 9 



<210> 220 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative ETSF/ELK1.01 motif 

<400> 220 
caaacgggat gatcca 



<210> 221 
<211> 12 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22 3> Putative NFKB/NFKAPPAB . 02 motif 

<400> 221 
cgggatgatc ca 



<210> 222 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AREB/AREB6 . 04 motif 

<400> 222 
ctgtttctt 



<210> 223 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ZFI1A/ZID.01 motif 

<400> 223 
cggctctaac aca 



<210> 224 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative XBBF/RFX1.02 motif 
<400> 224 

ctctaacaca agcaacag 



<210> 225 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CMYB/CMYB.01 motif 
<400> 225 

gtttgttgct gttgcttg 



<210> 226 



<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/TAXCREB . 02 motif 

<400> 226 
gaggaaatac gtctt 



<210> 227 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ETS2 . 01 motif 

<400> 227 
aagaggaaat acgt 

<210> 228 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT / NF AT . 0 1 motif 

<400> 228 
aagaggaaat ac 

<210> 229 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.02 motif 

<400> 229 
tgagaagatt a 



<210> 230 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OAZF/ROAZ.01 motif 

<400> 230 
cagcatcctt aggtga 



<210> 231 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EB0R/DELTAEF1 . 01 motif 

<400> 231 
cctcacctaa g 



<210> 232 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/ CREBP1 . 01 motif 

<400> 232 
tcacctaa 



<210> 233 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF4/HNF4.02 motif 

<400> 233 
tgggtccaga ggcct 

<210> 234 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA.01 motif 

<400> 234 
agataaggcc t 

<210> 235 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/E4BP4 . 01 motif 



<400> 235 
ccttatctaa 



aa 



12 



<210> 236 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/ATATA. 01 motif 
<400> 236 

ttagataagg 10 



<210> 237 

<211> 18 

<212> DNA 

<213> Homo sapiens 

R ; 

Q <220> 

S <223> Putative XBBF/MIF1.01 motif 
ff <400> 237 

L"; acggtgccca gccaccca 18 



fr* <210> 238 
«■ <211> 8 
p <212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative EBOX/USF.02 motif 



W- <400> 238 



acacatgt 



<210> 239 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VBPF/VBP.01 motif 
<400> 239 

attacatgtg 10 



<210> 240 

<211> 12 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative IKRS/IK2.01 motif 

<400> 240 
tgctgggatt ac 



<210> 241 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NRSF/NRSF.01 motif 
<400> 241 

cccagcactt tggaaggccg a 

<210> 242 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TANT/TANTIGEN. 01 motif 
<400> 242 

ggaaggccga ggcaggtgg 

<210> 243 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AREB/AREB6 . 01 motif 

<400> 243 
gatccacctg cct 



<210> 244 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYOD/MYOD . 02 motif 

<400> 244 
tccacctgcc 



<210> 245 



<211> 11 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative EBOX/SREBP1 . 02 motif 
<400> 245 

gatcacccga g 11 



<210> 246 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RARF/RAR . 01 motif 
<400> 246 

aggtcaggag 10 



<210> 247 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/HLF . 01 motif 
<400> 247 

gtttcgccat 10 



<210> 248 
<211> 10 
ftj <212> DNA 

<213> Homo sapiens 

<220> 

<22 3> Putative CLOX/ CDPCR3HD . 01 motif 
<400> 248 

tattgatgag 10 



<210> 249 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCT1/OCT1.02 motif 
<400> 249 

aatgcaaaaa 10 
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<210> 250 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative MYT1/MYT1.01 motif 
<400> 250 

aaaaattagc tt 12 



<210> 251 

<211> 6 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HAML/AML1.01 motif 



g <400> 251 
n tgtggt 



<210> 252 

<211> 12 

<212> DNA 

<213> Homo sapiens 



Q <220> 



<223> Putative IKRS/IK2.01 motif 
<400> 252 

ggctgggatt ac 12 



<210> 253 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AHRR/ AHRARNT . 02 motif 
<400> 253 

tgggtttgag tgattctcc 19 



<210> 254 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CHOP/CHOP. 01 motif 
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<400> 254 
cactgcaatc tec 



13 



<210> 255 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative 0CT1/0CT1 . Olmotif 
<400> 255 

gagattatgc cactgcact 19 



<210> 256 

<211> 16 

<212> DNA 

<213> Homo sapiens 

g <220> 

p <223> Putative MEF2/MEF2.01 motif 

f: <400> 256 

ctcaaaaaat aaaata 16 

w 

H <210> 257 

« <211> 19 

O <212> DNA 

|jj <213> Homo sapiens 

o 

m <220> 

|i <223> Putative CDXF/CDX2.01 motif 

m 

IW <400> 257 

caaaggtttt attttattt 19 



<210> 258 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.03 motif 
<400> 258 

aaataaaata a 11 



<210> 259 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative RPOA/POLYA. 01 motif 
<400> 259 

aaataaaacc tttggggc 



<210> 260 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative E2FF/E2F.02 motif 

<400> 260 
gccccaaa 



.<210> 261 
<211> 22 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Putative XSEC/STAF.01 motif 
<400> 261 

aatccccaga attctggact ct 



<210> 262 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFKB/NFKAPPAB . 02 motif 
<400> 262 

ggggattttc aa 



<210> 263 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF1/HNF1.02 motif 
<400> 263 

ggctattcaa taaatgg 



<210> 264 



<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/LPOLYA. 01 motif 
<400> 264 

caataaat 8 



yy 



<210> 265 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF / TATA . 0 1 motif 
<400> 265 

atataaatcc cattt 15 



<210> 266 



*£ <211> 9 



<212> DNA 

<213> Homo sapiens 



IM <220> 

p& <223> Putative HMTB/MTBF . 0 1 motif 

Q <400> 266 

{JJ tgggattta 9 

jjj <210> 267 
W <211> 10 
PI <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/HLF . 01 motif 
<400> 267 

gttatgtgat 10 



<210> 268 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VBPF/VBP.01 motif 
<400> 268 

gttatgtgat 10 
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<210> 269 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/CREB.03 motif 
<400> 269 

tctgacgcag tt 12 



<210> 270 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative GATA/GATA1 . 01 motif 
<400> 270 

tagttgatag gaga 14 



P <210> 271 
[U <211> 15 
03 <212> DNA 

<213> Homo sapiens 

a 

Q <220> 

<223> Putative CLOX/CLOX.01 motif 

<400> 271 

aaaatcgaat agttg 15 



6 



<210> 272 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT/NFAT. 01 motif 
<400> 272 

tgaaggaaaa tc 12 



<210> 273 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GFI1/GFI1. 01 motif 
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<400> 273 

aatttaaaaa tcacatcaag ggat 

<210> 274 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2.05 motif 

<400> 274 
aatttaaaaa 



<210> 275 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA3 . 02 motif 
<400> 275 

agggatctaa 



<210> 276 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative FKHD/FREAC3 . 01 motif 

<400> 276 
gggatctaaa taaaga 

<210> 277 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2.05 motif 

<400> 277 
gatctaaata 



<210> 278 

<211> 8 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative RPOA/LPOLYA. 01 motif 

<400> 278 
aaataaag 

<210> 279 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HMTB/MTBF . 01 motif 

<400> 279 
agctattta 



<210> 280 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative VMYB/VMYB.02 motif 

<400> 280 
cccaactga 



<210> 281 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SMAD/SMAD3 . 01 motif 

<400> 281 
gtctggtc 



<210> 282 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF4/HNF4.02 motif 

<400> 282 
aaggaccaaa cctct 



<210> 283 



<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYT1/MYT1 . 02 motif 

<400> 283 
agaaagttct a 



<210> 284 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HEAT/HSF1.01 motif 
<400> 284 

agaaagttct 10 

<210> 285 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MZF1/MZF1.01 motif 
<400> 285 

aatgggga o 



Ul <210> 286 
O <211> 10 
HJ <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/TATA. 02 motif 
<400> 286 

tctgtaaaat 10 



<210> 287 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA1 . 03 motif 

<400> 287 
tacagataaa ggg 



95 



<210> 288 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/PU1.01 motif 

<400> 288 
gaatgaggaa gggtaa 



<210> 289 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/HLF . 01 motif 
<400> 289 

gttacttcat 10 



<210> 290 
ffj <211> 10 
gg <212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative VBPF/VBP.01 motif 



■Q <400> 290 

gr| gttacttcat 1Q 



<210> 291 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RORA/RORA2 . 01 motif 
<400> 291 

gtaacttggt caa 13 



<210> 292 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative LDPS/LDSPOLYA. 01 motif 
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<400> 292 
ggagtgtgtg tgcatg 

<210> 293 
<211> 8 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative EBOX/USF . 02 motif 

<400> 293 
acacatgc 



<210> 294 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFKB/NFKAPPAB . 0 1 motif 
<400> 294 

gggggtgccc 10 



<210> 2 95 

I <211> 21 

'm <212> DNA 

lTs <213> Homo sapiens 



s 5 



<220> 

<223> Putative MINI/MUSCLE_INI . 03 motif 
<400> 295 

ggcacccccc accccgaccc c 21 



<210> 296 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative REBV/EBVR.01 motif 
<400> 296 

ggggtcgggg tggggggtgc c 21 



<210> 297 

<211> 13 

<212> DNA 

<213> Homo sapiens 



97 



!!J 



<220> 

<223> Putative EGRF/WT1.01 motif 
<400> 297 

gggtgggggg tgc 13 

<210> 298 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/GC.01 motif 
<400> 298 

tcggggtggg gggt 14 

<210> 299 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative RREB/RREB1 . 01 motif 
<400> 299 

ccccaccccg accc 14 

<210> 300 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PCAT/ ACAAT . 0 1 motif 
<400> 300 

ccaccactg q 



<210> 301 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ARP1/ARP1.01 motif 
<400> 301 

tgattccttg ctctca 16 
<210> 302 



98 



<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MYTl/MYTl . 02 motif 

<400> 302 
tcaaagttgt t 



<210> 303 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IRFF/ISRE.01 motif 

<400> 303 
ctgtaccaga aactc 



W <210> 304 

p <211> 13 

!§ <212> DNA 

y, <213> Homo sapiens 

'hi 

03 <220> 

y", <223> Putative EGRF/WT1.01 motif 

Li <400> 304 

H gtgtgggagg etc 13 



U"I <210> 305 

Q <2H> 10 

jjjj <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RARF/RAR . 01 motif 
<400> 305 

aggtcaccca 10 



<210> 306 

<211> 13 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative RORA/RORA1 . 01 motif 

<400> 306 
agaagaaggt cac 



99 



<210> 307 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.01 motif 
<400> 307 

agccaagaga agaagg 16 



<210> 308 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative OCT1/OCT1.05 motif 
CT <400> 308 

5? ctcattttaa ttca 14 



jfe <210> 309 

fl| <211> 15 

fTt <212> DNA 

■ |4 <213> Homo sapiens 

<220> 

j?J <223> Putative OCTB/TST1.01 motif 

P. <400> 309 

Pj agtgaattaa aatga 

O 

<210> 310 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RBIT/ BRIGHT. 01 motif 

<400> 310 
agtgaattaa aat 



<210> 311 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NKXH/NKX25 . 02 motif 
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<400> 311 
tttaattc 



8 



<210> 312 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative GREF/PRE . 01 motif 
<400> 312 

ttcatagtgt tgttttgttc tcgtttt 



<210> 313 

<211> 18 

<212> DNA 

<213> Homo sapiens 

^ <220> 

jr: <223> Putative RPOA/POLYA. 01 motif 

p <400> 313 

r h gaacaaaaca acactatg 18 

IU 

fil 

y* <210> 314 

g <211> 18 

p <212> DNA 

| , I <213> Homo sapiens 



« 5 c 



<220> 

<223> Putative AHRR/AHR.01 motif 



fy <400> 314 

actccagctt gggtgaga X8 



<210> 315 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative GFI1/GFI1.01 motif 
<400> 315 

agtgctgcaa tcacagctca ttgc 



<210> 316 

<211> 9 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative LYMF/LYF1.01 motif 
<400> 316 

tttgggagg 9 



<210> 317 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative HOBO/HOGNESS . 01 motif 
<400> 317 

cacggtggct cacacctgta atcccagcac tt 32 



<210> 318 

y_ <211> 12 

E <212> DNA 

Jjjf <213> Homo sapiens 

}0 <220> 

H <223> Putative IKRS/IK2.01 motif 

RJ 

5 <400> 318 

4 tgctgggatt ac 12 



s5 



<210> 319 

<211> 16 

<212> DNA 

<213> Homo sapiens 



Pj <220> 

<223> Putative MYOD/E47.02 motif 

<400> 319 

gattacaggt gtgagc 16 



<210> 320 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative AREB/AREB6 . 02 motif 
<400> 320 

tcacacctgt aa 12 



<210> 321 
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<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative BRAC/TBX5 . 01 motif 

<400> 321 
acaggtgtga gc 

<210> 322 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/MTATA, 01 motif 
<400> 322 

ctgtttaaaa ccctata 



<210> 323 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative FKHD/FREAC2 . 01 motif 

<400> 323 
gggttttaaa cagtaa 

<210> 324 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2.05 motif 

<400> 324 
gttttaaaca 



<210> 325 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CEBP/CEBP.02 motif 



<400> 325 

tgcctgcggt aagtcgta 



<210> 326 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative N0LF/0LF1 . 01 motif 
<400> 326 

aaagggtccc cccggggcct gt 

<210> 327 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP2F/AP2.01 motif 

<400> 327 
gtccccccgg gg 

<210> 328 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MZF1/MZF1.01 motif 
<400> 328 

cgggggga 

<210> 329 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HEN1/HEN1.01 motif 
<400> 329 

ccagggtaca gctgtgacac eg 

<210> 330 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP4R/AP4.01 motif 



<400> 330 
cacagctgta 



10 



<210> 331 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative GATA/GATA1 . 02 motif 

<400> 331 
actgggataa tcca 



<210> 332 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 



^ <22 3> Putative NFKB/NFKAPPAB . 02 motif 
fj <400> 332 

tgggataatc ca 12 



f*fe <210> 333 

I <211> 13 

Q <212> DNA 

i7i <213> Homo sapiens 

Q 

22 < 22 0> 

|Jj <223> Putative FKHD/HFH8 . 01 motif 

fU <400> 333 



tagataaaca aaa 13 



<210> 334 

<211> 11 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative GATA/ GATA . 0 1 motif 

<400> 334 
agtaaaacaa a 



<210> 335 
<211> 12 
<212> DNA 

<213> Homo sapiens 



105 



<220> 

<223> Putative SORY/SRY.01 motif 

<400> 335 
ataaacaaaa at 

<210> 336 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/CREB.02 motif 

<400> 336 
ggaatgacga tc 



<210> 337 

1^ <211> 13 

P <212> DNA 

<213> Homo sapiens 

CI <220> 

H <223> Putative PAX3/PAX3.01 motif 

Qj <400> 337 

\A tcgtcattcc att 13 

f% <210> 338 

<211> 12 
!f <212> DNA 

iTTs 

^ <213> Homo sapiens 

fU < 2 20> 

<223> Putative TEAF/TEF1 . 01 motif 

<400> 338 

gtcattccat tt 12 



<210> 339 

<211> 18 

<212> DMA 

<213> Homo sapiens 

<220> 

<223> Putative PAX1/PAX1.01 motif 
<400> 339 

ccatttctct ctgtatat 



<210> 340 
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<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT/NFAT . 01 motif 
<400> 340 

gcttggaaaa at 12 



<210> 341 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative BARB/BARBIE . 01 motif 
<400> 341 

atgaaaaggg cttgg 15 



<210> 342 

<211> 10 

<212> DNA 

<213> Homo sapiens 



OS <220> 

|nA <223> Putative OCT1/OCT1.02 motif 

Q <400> 342 

Isi catgaaaagg 10 

fl 

|{j <210> 343 

P <211> 22 

fij <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP1F/TCF11MAFG . 01 motif 
<400> 343 

ttttcatgaa tgatcagtta tt 22 



<210> 344 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PITI1/PIT1 . 01 motif 

<400> 344 
gatcattcat 



107 



<210> 345 

<211> 10 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative VMYB/VMYB.01 motif 

<400> 345 
aataactgat 



<210> 346 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ETS2 . 01 motif 
<400> 346 

2 tgcaggaaat aact 14 

. {M 1 <210> 347 

f|| <211> 24 

05 <212> DNA 

<213> Homo sapiens 

P <220> 

<223> Putative GFI1/GFI1 . 01 motif 

W <400> 347 

M s aaaaaaaaaa tcagtgcagg aaat 24 

W 

<210> 348 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP1F/AP1FJ. 01 motif 
<400> 348 

ggtgacagag t 1± 



<210> 349 

<211> 11 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative EBOX/SREBP1 . 02 motif 
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<400> 349 
gatcatgcca c 



11 



<210> 350 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX3/PAX3.01 motif 

<400> 350 
tcggctcgct gca 



<210> 351 
<211> 10 
<212> DNA 
<213> Homo sapiens 

<220> 

JjJ <223> Putative HEAT/HSF1 . 01 motif 
jO <400> 351 

^ agaagaatcg -^q 

fll 

m 

\Jk <210> 352 

<211> 21 
n- <212> DNA 
iy <213> Homo sapiens 

y <220> 

■M] <223> Putative XSEC/STAF.02 motif 
pj <400> 352 

gagtaccatc atgcccggct a 21 



<210> 353 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative P53F/P53.01 motif 
<400> 353 

catcatgccc ggctaatttt 20 

<210> 354 

<211> 17 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative MEF2/RSRFC4 . 02 motif 
<400> 354 

ctactaaaaa tacaaaa 



<210> 355 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative SRFF/SRF.01 motif 
<400> 355 

ttcaccatat tggccagg 



z 



<210> 356 
<211> 11 
<212> DNA 

<213> Homo sapiens 



%|J <220> 



<223> Putative ECAT/NFY . 02 motif 



m 

ffl <400> 356 

y= tggccaatat g ±± 



<210> 357 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF4/HNF4.02 motif 
<400> 357 

cagatcgcaa ggtcc 15 



<210> 358 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative LYMF/LYF1 . 01 motif 

<400> 358 
tttgggagg 



<210> 359 
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<211> 32 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HOBO/HOGNESS . 01 motif 
<400> 359 

cgcggtggct cacgcctgta atcccagcac tt 



<210> 360 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative IKRS/IK2.01 motif 
<400> 360 

tgctgggatt ac 12 



W <210> 361 

ssJ <211> 15 

S <212> DNA 

[** <213> Homo sapiens 

09 <220> 

|I <223> Putative CREB/TAXCREB . 01 motif 



<400> 361 

ggtggctcac gcctg 15 



<210> 362 
Q <211> 10 
Of <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EBOX/MYCMAX . 03 motif 
<400> 362 

gccaggcgcg 10 

<210> 363 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/ GATA3 . 02 motif 
<400> 363 

actgatataa 10 
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<210> 364 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.04 motif 
<400> 364 

tgatataaaa agaat 15 



<210> 365 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2.05 motif 
<400> 365 

gatataaaaa 10 



!«* <210> 366 
fU <211> 15 
m <212> DNA 

<213> Homo sapiens 

pi <22 0> 

y <223> Putative TBPF/TATA. 01 motif 

y <400> 366 

f =? s atataaaaag aattt 

o 
ry 

<210> 367 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/ APOLYA . 0 1 motif 

<400> 367 
aaaaaaattc ttttt 



<210> 368 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MEF2.05 motif 
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<400> 368 
aatttaaaaa 



10 



<210> 369 
<211> 11 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative EBOX/SREBP1 . 02 motif 

<400> 369 
tttctcccca c 



<210> 370 

<211> 8 

<212> DNA 

<213> Homo sapiens 

"Li <220> 

<223> Putative M2F1/MZF1.01 motif 

C <400> 370 
H 5 agtgggga 

03 

|* <210> 371 
I <211> 21 
g <212> DNA 

<213> Homo sapiens 



5 2 



<220> 

<223> Putative MINI/MUSCLE_INI . 03 motif 
<400> 371 

ccccactccc acccccaggc t 21 



<210> 372 

<211> 14 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative RREB/RREB1 . 01 motif 

<400> 372 
ccccactccc accc 



<210> 373 

<211> 13 

<212> DNA 

<213> Homo sapiens 
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<220> 

<223> Putative EGRF/WT1.01 motif 

<400> 373 
gggtgggagt ggg 

<210> 374 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP2F/AP2.01 motif 

<400> 374 
cacccccagg ct 

<210> 375 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/MTATA. 01 motif 
<400> 375 

ccttataaag cagcctc 

<210> 376 

<211> 6 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HAML/AMLI . 01 motif 

<400> 376 
tgtggt 



<210> 377 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ELK1 . 02 motif 

<400> 377 
gggcccggaa ttgg 



<210> 378 



<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative LYMF/THIE4 7 . 01 motif 

<400> 378 
aattgggtct ggggca 

<210> 379 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX5.01 motif 
<400> 379 

cccaagagca gggcagagaa gcaagcaa 

<210> 380 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative LTUP/TAACC . 01 motif 
<400> 380 

tgcccctgag gctaacccca aga 

<210> 381 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX5.01 motif 
<400> 381 

ctcaggggca gggttgagag tcaggctt 

<210> 382 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PCAT/CLTR_CAAT. 01 motif 
<400> 382 

gccaagcctg actctcaacc ctgcc 



<210> 383 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative MY0D/MYF5 . 01 motif 
<400> 383 

aggcagcagg ag 12 



<210> 384 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ETSF/ELK1 . 01 motif 

|T <400> 384 

Sf gcagcaggag gtccag 16 

Q 

<210> 385 

fU <211> 8 

m <212> DNA 

<213> Homo sapiens 

<220> 

f% <223> Putative SMAD/SMAD3 . 01 motif 
W <400> 385 

CP gtctggac 8 



ry 



<210> 386 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA2 . 02 motif 
<400> 386 

ggagatacca 10 



<210> 387 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HMTB/MTBF. 01 motif 
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<400> 387 
tggtatctc 



<210> 388 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 

<400> 388 
gagagggcgc ate 



<210> 389 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PERO/PPARA. 01 motif 
<400> 389 

ctgaaacagg aaaaaggcag 

<210> 390 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GKLF/GKLF . 01 motif 

<400> 390 
aaacaggaaa aagg 

<210> 391 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFAT/NFAT . 0 1 motif 

<400> 391 
aacaggaaaa ag 



<210> 392 

<211> 9 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative AREB/AREB6 . 04 motif 

<400> 392 
ctgtttcag 



<210> 393 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SORY/SRY.01 motif 

<400> 393 
aaaaacaaaa ca 



<210> 394 
<211> 12 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative FKHD/HFH2 . 01 motif 

<400> 394 
aaaaaaacaa aa 



<210> 395 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 

<400> 395 
gagagggagg gag 

<210> 396 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 

<400> 396 
gagagggagg gag 



<210> 397 



<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GKLF/GKLF . 01 motif 
<400> 397 

agagagagag aggg 14 



<210> 398 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 
<400> 398 

gg a 9ggaggg gga 13 



M <210> 399 

Q <211> 14 

yg <212> DMA 

y, <213> Homo sapiens 

fli 

" m <220> 

2 <223> Putative GKLF/GKLF . 01 motif 

* <400> 399 

H gaaggaggga gggg 14 

yy 

m <210> 400 

p <211> 10 

fy <212> DNA 

* <213> Homo sapiens 

<220> 

<223> Putative OCTl/OCTl . 02 motif 
<400> 400 

gatgcacata 10 



<210> 401 

<211> 9 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EVI1/EVI1.06 motif 
<400> 401 

acaaggtag 9 



119 



<210> 402 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TCFF/TCF11 . 01 motif 

<400> 402 
gtcatcctgc tgt 



<210> 403 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MINI/MUSCLE_INI . 01 motif 
r PJ <400> 403 

tccctcctcc acaccagcag a 21 

H 2 <210> 404 

ftj <211> 21 

Dy <212> DNA 

|^ <213> Homo sapiens 

s 

m <220> 

y <223> Putative NRSF/NRSF.01 motif 
0 <400> 404 

§£j ttcagcaaca agaatagccg a 21 

I 

<210> 405 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CLOX/CDPCR3 . 01 motif 
<400> 405 

cagcaacaag aatag 15 



<210> 406 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PCAT/CLTR_CAAT . 01 motif 
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<400> 406 

cccaagaagc atcctgcagg ctttc 



<210> 407 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative BARB /BARB IE . 01 motif 

<400> 407 
tcaaaaagca gaaag 

<210> 408 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MEF2/MMEF2 . 01 motif 

<400> 408 
tgctttaaaa tacact 



<210> 409 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/ TATA . 0 2 motif 

<400> 409 
gctttaaaat 



<210> 410 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TBPF/ATATA. 01 motif 

<400> 410 
ctatgtatgc 



<210> 411 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative MYT1/MYT1.01 motif 



<400> 411 
catagttaac tg 



12 



<210> 412 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GATA/GATA3 , 02 motif 



<400> 412 
ctagatgtta 



10 



<210> 413 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative FKHD/XFD3 . 01 motif 



m <400> 413 

r. s aaggttaaca tcta 



14 



<210> 414 

<211> 12 

<212> DNA 

<213> Homo sapiens 



fy <220> 

<223> Putative MYT1/MYT1.01 motif 



<400> 414 
aaaggttaac at 



12 



<210> 415 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative AP4R/TAL1BETA-E47 . 01 motif 



<400> 415 
aaacacagat ggaggc 



16 



<210> 416 
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<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/EGR1 . 01 motif 
<400> 416 

ttctgtgggc gg 12 



<210> 417 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative ZFIA/ZID . 01 motif 
<400> 417 

cggctccagc etc 13 

O <210> 418 

|3 <211> 15 

03 <212> DNA 

y ; <213> Homo sapiens 

5'Ls 

fft <220> 

f! <223> Putative CREB/TAXCREB . 02 motif 
<400> 418 

egggatctge gggaa 15 



Ly 



<210> 419 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CEBP/ CEBP . 02 motif 
<400> 419 

gatctgeggg aagacacg . 18 



<210> 420 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative E2FF/E2F.01 motif 
<400> 420 

tetgegggaa gacac 15 
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<210> 421 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EBOX/NMYC.01 motif 

<400> 421 
ttccccgtgt ct 



<210> 422 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CLOX/CDP.01 motif 

<400> 422 
tcattaatca aa 



<210> 423 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF1/HNF1.01 motif 

<400> 423 
gattaatgat ttatt 



<210> 424 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CART/ CART1 . 0 1 motif 
<400> 424 

gatttatttt gattaacg 



<210> 425 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RPOA/LPOLYA. 01 motif 



<400> 425 
aaataaat 



<210> 426 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative HNF1/HNF1.01 motif 

<400> 426 
cgttaatcaa aataa 

<210> 427 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative C0MP/C0MP1 . 01 motif 
<400> 427 

tattttgatt aacgccgtca cagt 



<210> 428 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative CREB/ATF.01 motif 

<400> 428 
ctgtgacggc gtta 



<210> 429 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX5 . 02 motif 
<400> 429 

agggactgct ctaaggcgtc actgtgac 

<210> 430 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative PAX6/PAX6.01 motif 
<400> 430 

cacagtgacg ccttagagca g 

<210> 431 
<211> 14 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative CREB/ATF . 01 motif 

<400> 431 
cagtgacgcc ttag 



<210> 432 
<211> 11 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative WHZF/WHN.01 motif 

<400> 432 
agtgacgcct t 



<210> 433 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative FKHD/FREAC4 . 01 motif 

<400> 433 
cccgggtgaa caggga 



<210> 434 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/NGFIC . 01 motif 

<400> 434 
cagcgagggt gg 



<210> 435 



<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 
<400> 435 

tgggggcgga cgc 13 



<210> 436 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative GKLF/GKLF . 01 motif 
<400> 436 

ggaaagagga gggg 14 



%f <210> 437 

Q <211> 25 

m <212> DNA 

jU, <213> Homo sapiens 

flf 

m <220> 

12 <223> Putative PCAT/CLTR CAAT.01 motif 



<400> 437 

accaaggccc cgcccctcct ctttc 25 



pi <210> 438 

Q <211> 13 

fly <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 

<400> 438 

ga-ggggcggg gcc 13 



<210> 439 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RREB/RREB1 . 01 motif 
<400> 439 

ccccacccga ccaa 14 
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<210> 440 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative TEAF/TEF1 - 01 motif 
<400> 440 

cccattccat ac 12 



<210> 441 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative PAX5/PAX9.01 motif 
<400> 441 

O aatgggcagg gtggggggga tggg 24 



y~ <210> 442 

|U <211> 14 

[w <212> DNA 

£; <213> Homo sapiens 

<22 0> 

Q <223> Putative RREB/RREB1 . 01 motif 

O <400> 442 

pi ccccaccctg ccca 14 



m 



<210> 443 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/WT1.01 motif 
<400> 443 

gggtgggggg gat 13 



<210> 444 

<211> 14 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative RREB/RREB1 . 01 motif 
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<400> 444 
gcccatcccc ccca 

<210> 445 

<211> 8 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative MZFl/MZFl . 01 motif 
<400> 445 

ggggggga 

<210> 446 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SPlF/SPl.Ol motif 

<400> 446 
gatgggcggg gta 

<210> 447 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SPlF/SPl.Ol motif 

<400> 447 
gatgggcggg gcc 

<210> 448 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative E2FF/E2F.03 motif 

<400> 448 
gcccgggaaa ttc 



<210> 449 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> Putative NOLF/OLF1.01 motif 
<400> 449 

ggaaattccc cggcgcgggc ag 

<210> 450 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative NFKB/NFKAPPAB . 01 motif 

<400> 450 
gggaatttcc 



<210> 451 
<211> 13 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative IKRS/IK1.01 motif 

<400> 451 
gccggggaat ttc 



<210> 452 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Putative HEN1/HEN1.01 motif 
<400> 452 

ctggctgtca gctgagccgc gc 



<210> 453 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP4R/AP4.01 motif 

<400> 453 
ctcagctgac 



<210> 454 



<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SP1F/SP1.01 motif 
<400> 454 

gctgggcggg gtc 13 



fll 



<210> 455 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/NGFIC . 01 motif 
<400> 455 

tggcggaggg gg 12 



<210> 456 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/NGFIC . 01 motif 
<400> 456 

cggcggtggc gg 12 



JJj <210> 457 

y <2n> 12 

ftj <212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative EGRF/NGFIC . 01 motif 
<400> 457 

gggcggcggc gg 12 



<210> 458 

<211> 13 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative SPIF/SP1.01 motif 

<400> 458 
ggcgggcggc ggc 
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<210> 459 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Putative AP2F/AP2.01 motif 
<400> 459 

cgcccgccgg ca 12 



<210> 460 

<211> 281 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> repeat element 
Q <400> 460 

p cagctctatt gaggtataat ccacatgcca taaaattcac cccatttgta aatgtatgat 60 
ft tcatggcttt caattacact taaaaagttg taaaaccatc attacaattc aaatttagta 120 
tatttccatc atcccccaaa aatcccctcg agttcctttg cagttcaaag ccacccccaa 180 
tttcaggcaa ctactggtct gatttctgtc tttttctact ttccttttct ggacatttaa 240 



£3 tgtatatgga gtcatagcat atgtagtctt tggcatctgg g 2 81 

III 



<210> 461 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> Short repeat element 
<400> 461 

ttcttttctt ttccttcctt 20 



<210> 462 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> ALU repeat element 
<400> 462 

tccttcttac ctttcttcct tctctctctc tctctctttc tttttggaca gagtctcact 60 
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ccatggccca ggctggagtg cagtggcacc atcttggctc agcgcaacct ttgactccca 120 

ggctcaagca attctcctgc ctcagcctct caagtagctg agattacagg cacgcaccac 180 

tactgcctgg ctaattttta tatttttagt agagataggg tttcaccatg ttagccaggc 240 

tggtcttgaa ctcctgacct caaacgatcc tcccaaagtg ctgggattac aggcgtgagc 300 

caccgccctg ggcctcttta ctttcttt 328 

<210> 463 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> ALU repeat element 
<400> 463 

ctgggcaccg tggctcacac atgtaatccc agcactttgg aaggccgagg caggtggatc 60 

pj acccgaggtc aggagttcaa taccaggctg gtcaacatgg cgaaacctca tcaatacgaa 12 0 

JjJ aaatgcaaaa attagcttgg tgtggtggca cacgcctgta atcccagcca cttgggaggc 180 

!T tgaggcagga gaatcactca aacccaggag gtggagattg cagtgagctg agattatgcc 240 

flj 

C& actgcactcc agcctgggca acagagtgag actccacctc aaaaaataaa ataaaacctt 3 00 
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